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Supplementary Figurel Electropherogram of CAPS molecular labeling.

COG Function Classification of Consensus Sequence

8 ¢ [} £ P 8 [ i i [ l " é 3 & A H i [ v W

W ¥ g

Frequency

L [
Function Class

L e [5-1.08%

S Funetan urknaun (9-3.02%)
E: Amino aci ran

ism 1143 7%]

chaporones (38-1275%)

Supplementary Figure 2 Statistical results of COG classification of genes in the associated region.
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Supplementary Figure 3 A PCA plot of mRNA principal component analysis, B Pearson
correlation coefficient among counts of transcriptome data. Numbers 1, 2 and 3 behind the GP0S5
andPPO05 represent the biological replicates.
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Relative expression of candidate genes
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Supplementary Figure 4 The expression of candidate genes in different tissues of purple sepals
(PC) and green sepals (GC) was detected using qRT-PCR.



