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Studies" is a research area that seeks to understand the
differences in genetic susceptibility to complex diseases
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across populations. Genome-wide association studies
(GWAS) are widely used to identify disease-associated
genetic variants. However, these studies can reveal
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Exploring heterogeneity in GWAS can help identify
populations at risk for specific diseases, allowing for earlier
diagnosis and intervention and improving precision
medicine. This research area aims to identify sources of
variability in GWAS results, including differences in sex,
ancestry,  environmental  exposures, and  gene-
environment interactions, to inform a complete
understanding of the genetic architecture of complex
diseases.
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Message from the Editor-in-Chief

Genes are central to our understanding of biology, and
modern advances such as genomics and genome editing
have maintained genetics as a vibrant, diverse and
fastmoving field. There is a need for good quality, open
access journals in this area, and the Genes team aims to
provide expert manuscript handling, serious peer review,
and rapid publication across the whole discipline of
genetics. Starting in 2010, the journal is now well
established and recognised.
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