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Abstract: Insects and ectoparasites are causes for major concern throughout the world due to their
economic and welfare impacts on livestock agriculture. Current control measures involve chemicals
such as acaricides which pose challenges like chemical resistance and longer withholding periods. To
enable more sustainable agriculture practices, it is important to develop technologies that combine
targeted effectiveness with minimal environmental footprint. RNA interference (RNAi) is a eukaryotic
process in which transcript expression is reduced in a sequence-specific manner. This makes it a
perfect tool for developing efficient and effective biological control against pests and pathogens.
Double-stranded RNA (dsRNA) is the key trigger molecule for inducing RNAi; this concept is widely
studied for development of RNA-based biopesticides as an alternative to chemical controls in crop
protection for targeting pests and pathogens with accuracy and specificity. In this review, we discuss
key advances made using RNAi technology and how they can be applied to improve health in
livestock industries. This includes research focused on different delivery mechanisms of dsRNA,
important developments in regulatory frameworks, and risk identification, that will enable the future
adoption of RNAi technologies to improve animal health.
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1. Introduction

Pests and pathogens have threatened primary production since farming began. Ac-
cording to the Food and Agriculture Organization, parasites affect 80% of the world’s
livestock population [1–3]. In livestock production systems, chemical pesticides such as
insecticides are commonly utilised to control and combat pests like insects, because of their
low prices, high availability, fast mode of action, and perceived reliability. However, the
extreme dependence on the use of these compounds has resulted in ubiquitous, low-level
exposure, which is potentially harmful to both human health and ecosystems [4]. Besides
risks to human health, widespread and repeated insecticide application can also result in
environmental concentration build-up in soils [5]. Furthermore, direct application of these
chemical pesticides have other important limitations like, poor specificity, short duration
of protection, poor water-solubility, difficulties with site-specific uptake by the targeted
pest, and inducing chemical-resistant pathogen strains [4,6]. Some novel applications have
been investigated to increase the efficiency of insecticides, such as site-specific spraying
and human–robot collaborative sprayer. However, these methods require significant in-
vestment and expensive maintenance cost, making them less practical in many agricultural
applications [7,8]. Thereby developing safe, environmentally friendly, effective, and sus-
tainable pest management strategies has become a much-needed requirement to improve
the productivity and sustainability of global agriculture.
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RNA interference (RNAi) has emerged as a promising candidate for the development
of biological based control strategies, offering excellent target species specificity and sus-
tainability management of pests and pathogens affecting livestock agriculture. Unlike
conventional pesticides used to control pests, RNAi based control uses the target pests’
own molecular mechanisms to initiate silencing of essential genes. Ideally, the RNAi ap-
proach drives mRNA degradation to block targeted protein production and inhibits pest
growth, depending on the developmental stage of the pest and gene of interest targeted.
The RNAi mechanism is a conserved, nucleic acid metabolism, which can be initiated by
exogenously applied or endogenously expressed double-stranded RNAs (dsRNA) in many
species [9,10].

RNAi technology has shown great potential in crop protection for controlling hemipteran
pests, including aphids, whiteflies, planthoppers and psyllids [10]. The first commercial
application of RNAi was done using SmartStax-PRO, developed by Monsanto and Dow
AgroSciences to protect maize against corn rootworms. Transgenic maize MON874411 ex-
pressed dsRNA targeting DvSnf7 in Western corn rootworm (WCR), which was used on-field
for controlling WCR, and other corn rootworms, lepidopteran pests and weeds [11,12]. In
2011, the Monsanto company published a patent for using polynucleotide molecules for gene
regulation in plants [13]. However, fewer studies have focused on using this innovative
technology for controlling pests affecting animals in agriculture. Recently, there have been an
increasing number of reports on the application of RNAi to improve the control of livestock
pest, that have proven to be recalcitrant to conventional control strategies. For example,
limited research on nematode parasites in pigs, such as Trichinella spiralis and Ascaris suum,
and ticks in cattle have been reported to have potential to be controlled efficiently with RNAi
technology [14–17].

In this review, the potential advantages that RNAi technology offers are detailed,
along with the scope and significance of using RNAi to control pests impacting the health
of livestock. Additionally, key attributes of RNAi target identification, effector molecule
design and different delivery methods used for the delivery of dsRNA are reviewed. In
addition, the challenges associated with the use of this technology in field are also discussed.

2. RNA-Interference (RNAi)

RNAi is an endogenous, post-transcriptional gene regulation mechanism which has
been identified in almost all eukaryotes; from plants, fungi, algae, protozoans, invertebrates,
to vertebrates [18,19]. It was first reported by Napoli and Jorgensen in 1990 when they
observed endogenous gene co-suppression while studying pigmented petunias [20,21]. In
animals, RNAi was first documented in the nematode Caenorhabditis elegans [22,23]. While
the intracellular components of RNAi are similar across species, it was initially known
as quelling in fungi, and post transcriptional gene silencing in plants [24]. It is a highly
conserved mechanism, which is highly sequence specific and selective in its activity [25].

2.1. RNAi Mechanism

While a comprehensive review on RNAi mechanism discussing all the different facets
of this technology is outside the scope of this review, the basic mechanism of RNAi when
initiated via delivered exogenously applied dsRNA are well described and are illustrated
in Figure 1.

RNAi-mediated post-transcriptional gene silencing is triggered by the processing of a
dsRNA precursor into short single stranded RNA effector molecules [18]. There are three
RNAi pathways, depending on the RNA class of effector involved, small-interfering RNA
(siRNA), piwi-interacting RNA (piRNA), and microRNA (miRNA) [18,25–27]. Of these,
siRNA is considered to be the ‘classical’ pathway, with dsRNA being the trigger molecule
for gene silencing in insects and other species [27]. In the siRNA pathway, once taken
up by cells dsRNA is cleaved by an endonuclease, Dicer, into pre-siRNA duplexes [24].
The pre-siRNA is a 21–23 nucleotide (nt) long duplex with 2 nt overhangs at each of
the 3′ termini. The pre-siRNA duplex is bound by the RNA-induced silencing complex
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(RISC), with one strand, the guide strand, being retained within the complex, while the
complementary or passenger strand of the pre-siRNA duplex is degraded [4,28]. The
guide siRNA strand with the Argonaut proteins (Ago) within the activated RISC, identify
matching mRNA in a sequence dependent manner, resulting in suppression of translation
or mRNA degradation [29]. This results in loss of protein function which may lead to
lethality or stunted growth of the target organism [4,27].

Figure 1. Schematic example of RNA interference (RNAi) delivery via spray/topical application
for animal agriculture; this image was made using BioRender. After application over the animal
fur/surface, the dsRNA would enter the cells of the insect pest or pathogen. dsRNA is cleaved by
dicer-2 into pre-siRNA duplexes, that are further processed into small-interfering RNA (siRNAs,
21–24 nt) effector molecules. The RNA-induced silencing complex (RISC) binds to the siRNAs and
guides sequence-dependant degradation or translational inhibition of homologous mRNAs, which
results in RNAi-mediated gene silencing.

2.2. RNAi Targets

Target gene selection depends on the class of RNA effector molecule to be used. While
both siRNA and piRNA are generated from long, complementary dsRNAs, miRNA is
endogenous in nature, usually processed from stem-loops, and siRNA are exogenous and
are directly generated from cleaved dsRNAs [30]. The first step in developing an RNAi
product is to identify potential target genes and design dsRNA targeting them. In 2010, a
research study suggested that there are five factors which play a key role in influencing the
efficiency of RNAi as biocontrol, namely, the concentration, nucleotide sequence, length of
the dsRNA, effective period of the dsRNA induced silencing, and life stage of the target [31].

The perfect RNAi target gene should be transcribed into an mRNA with a high turn
overrate, that is translated into a protein with a short half-life, and is transcribed at all stages
of life cycle, with the loss of function leading to mortality or severe impairment in the pest
or pathogen of interest. In addition, the target transcript should be poorly conserved across
species to maintain maximum specificity of mRNA for minimal environmental effects on
non-target species [27]. This is a challenging criterion to meet, as those genes that are
essential to cell viability tend to be more conserved between species.

It has reported that the efficiency of dsRNA uptake is length dependent, requiring
an optimal length and dosage to induce RNAi successfully [32]. Studies have shown that
dsRNA as short as 30 and 60-bp can induce 30% and 70% gene knockdown in the red flour
beetle (Tribolium castaneum), and the optimum length 200–520 bps for most insects [31,33].
This ideal dosage changes according to the organism’s susceptibility to RNAi and their
potential for systemic RNAi, formulation for delivery, gene expression abundance, life and
development stage for gene expression [27]. Unfortunately, genes that often would lead
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to mortality if targeted by RNAi are highly conserved across nature, due to their evident
importance for homeostasis [27].

Various selection methods can be used to develop efficient RNAi targets to minimize
side effects and enhance expected silencing. Since RNAi relies on high gene specificity to
the selected target species based on sequence divergence, dsRNA needs to be screened and
designed to be specific to a target gene or to target genes on a broad spectrum, closer to
related species [34]. To increase knockdown or have higher than the expected RNAi result,
multiple targets can be selected for a single transcript to ensure variation within the target
species is accounted for. A common application that can be used to evaluate off-target genes
is the Basic Local Alignment Search Tool (BLAST), and it has been used to find contiguous
matching sections of 17 nt or more in the genomes of interesting organisms [34]. BLAST is
a common approach for finding regions of identity, and for identifying the functionality
of siRNA. Thereafter, a wide range of specialised programs can be used to design the
sequences. These include siRNA-Finder (si-Fi), siDirect, dsCheck, and RNAi Designer by
ThermoFisher [35].

Amongst insect researchers it is widely accepted that several dsRNA should be
screened as a combination as each gene is highly unique to the target gene and the insect
species [33]. Whyard et al. demonstrated species specific insecticides could be achieved by
targeting the variable 3′-UTR regions of the y-Tubulin transcript, allowing for a specific
species knockdown between four closely related Drosophila species [36]. The results of this
study clearly demonstrate that with sufficient sequence information and thorough interro-
gation of this available data, the development of highly specific RNAi based insecticides is
highly feasible.

While the application of RNAi animal agriculture is still in its infancy, there are more
dosage trials in plant agriculture, such as efficiency of dosage needed per acre regarding
insect pests. Despite the fact that sufficient field experimentation is lacking, it is estimated
that near 2–10 g of dsRNA is needed per acre of plants [30]. As this depends on the
organisms response efficiency and target gene, this number is open to high levels of
variability [30].

2.3. dsRNA Uptake Mechanism

The use of RNAi to protect plants and animals by suppressing essential gene function
in pest species has been well documented in model invertebrates such as Caenorhabditis
elegans, and Drosophila melanogaster [37]. While most of the reported experiments involved
injecting dsRNA into the target organism, this is not a viable delivery approach for in-
field applications in animal production, thus creating the need for autonomous dsRNA
uptake [31,37]. Studies have reported two dsRNA uptake mechanisms, the transmembrane
channel-mediated uptake and an alternate endocytosis-mediated uptake [37].

Transmembrane channel-mediated uptake mechanism has been best studied in C. elegans,
more specifically with worms carrying mutant sid genes that lack systemic RNAi capacity [31].
This pathway involves two proteins, SID-1 and SID-2, with changes being made to the
protein molecule affecting other cells and their activity. SID-1 is a hypothesized transmem-
brane protein which passively transports dsRNA into the cells [31,38]. The role played
by SID-2 has been hypothesized to help facilitate RNAi by coordinating with SID-1 either
by modifying the molecule to activate it or binding to dsRNA for delivery or by inducing
endocytosis [31]. It has been noted that SID-1 is considered to be a ‘cell surface conduit’
for dsRNA uptake [32]. Meanwhile, endocytosis-mediated mechanism was first studied in
D. melanogaster, since it had no sid gene orthologues and the mechanism was later confirmed
in C. elegans [31]. This is a cell-autonomous pathway wherein dsRNA is transported intracel-
lularly via vesicles [31,38]. Drosophila S2 cells were able to take up dsRNA and initiate an
RNAi response by receptor-mediated endocytosis uptake which is an active process involving
vacuolar H+ (V-H) ATPase [31,32]. This pathway is active, specific and is conserved in other
animal cells [32].
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Some organisms can take up exogenous dsRNA and trigger an RNAi response in the
entire animal systemically, like C. elegans, while others cannot transmit this RNAi response
in another cell [32]. In Drosophila, it has been confirmed that transposon inversion can
activate RNAi, and the homologous gene silencing caused by it is similar to co-inhibition
in plants [39]. In a C. elegans assay, it was found that the quelling defective protein,
QDE-1, a necessary protein for RNAi process, is homologous to RNA-dependent RNA
polymerase (RDRP), supporting RNAi process potential involved in RNA replication and
regulation [40]. Similarly, dsRNA injection into phloem of the plant can spread throughout
the whole plant to initiate systemic RNAi [41]. Interestingly, RNAi can also be induced by
immersing nematodes in dsRNA-containing liquids or by feeding nematodes with E. coli
bacteria engineered to express dsRNA [42]. The pathway for entry of dsRNA into the
target cell determines RNAi efficiency and provides a starting point for the development of
dsRNA delivery systems [32].

2.4. dsRNA Delivery

RNAi efficacy after cellular uptake had been a concern since the immune system and
gut enzymes, mainly intestinal nucleases, digest dsRNA. Thereby affecting dsRNA activity
as a pest control [43,44]. This identified the need for a carrier system to protect the dsRNA
from degradation and thus, the delivery system for dsRNA can play an important role in
the success of RNAi activity. There are several delivery systems, such as microinjection,
transgenic crops expressing dsRNA, and oral feeding [45].

2.4.1. Injection

The first microinjection experiment was reported in 1998 by Kennerdell and Carthew
in Drosophila melanogaster where they showed successful downregulating of frizzled (fz)
and frizzled 2 (Dfz2) genes [46,47]. dsRNA corresponding to Wnt ortholog wingless (wg)
gene was injected into drosophila embryos, resulting in wg-like phenotype at the site of
injection with the RNAi effect being localized. Apart from D. melanogaster, dsRNA was
injected in T. castaneum, which showed RNAi response in larval, and pupal tissues, and
phenotypical defects in adults [48]. This was considered to be a robust system since the
previous experiments only reported changes seen in embryos and embryonic RNAi does
not persist in the later stages of the insect life cycle [47,48]. Overall, there appears to
be a wide range of experimental success rates for different species, with larvae, having
injections performed on or between segments, while it was convenient to inject adults
under the wings [49]. Although there are many successful cases of injection dsRNA delivery
triggering RNAi, it cannot be denied that different microinjection protocols can significantly
affect the experimental success rate. There is also the potential to injure the cuticle at the
injection site which has necessitated the shift to oral administration of dsRNA [50]. It has
been speculated to be a combination of several elements, including the insect’s life stage,
injected concentration, and injected dsRNA quantity [49].

2.4.2. Oral Feeding

Ingestion in pests include oral feeding and transgenic plant intake [47]. In 2009,
Whyard et al., successfully utilized a liposome carrier for dsRNA and triggered RNAi in
four insect pest species; D. melanogaster, T. castaneum, A. pisum, and M. sexta [36]. The first
demonstration of dsRNA ingestion in rootworms was been studied and documented, with
Dvsnf7 dsRNA being fed to western corn rootworm (WCR—Diabrotica virgifera virgifera). At
24 h post feeding of larvae resulting in them showing high absorbance to 60 bp dsRNA and
the rootworm began to die after showing developmental retardation [49]. Similar results
had been found in Sri Lanka weevil, a highly polyphagous pest [51]. When Pros2 and Snf7
dsRNAs were orally administered to the target, large decline in gene transcript levels were
seen along with significant mortality rates (78.6 and 92.7% respectively) [51]. Collectively,
these studies indicate the potential of oral delivery as a more practical approach.
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2.4.3. Spraying

Considering that among these delivery systems, microinjection has proven to be not
feasible for in-field application as it can develop ecological risks, and feeding on plants
tends to show low efficacy due to degradation of dsRNA by enzymatic activity within
the digestive system of the target pest, alternate delivery systems are required [52]. One
such method is the spray-induced gene silencing (SIGS) delivery system which involves
spraying of dsRNA that has been loaded onto plant or animal surfaces [52,53]. Dalakouras
et al., reported that applying high-pressure spraying of GFP gene to plant can result in
locally silencing of GFP gene [54]. In green fluorescent protein (GFP)-expressing transgenic
Nicotiana benthamiana plants, merely spraying and injecting siRNA failed to induce silencing,
while high-pressure spraying of multiple sizes of siRNAs (21, 22, and 24 nt) induced
localised GFP silencing [54]. These studies supported the idea that a specifically designed
application system to different host or targeted gene could be required in some situations.

2.4.4. Nanoparticle Delivery System

The first evidence for using nanoparticle carriers for dsRNA was published [55]. In
their study, naked dsRNAs were shown to be ineffective with direct feeding and showed
more effective results (95.4% RNAi efficiency and 80.5% reduction in target population) with
a nanocarrier-based delivery method [55,56]. The nanoparticle carrier used in the study
showed negligible toxicity to non-target cells and aphids [56]. Additionally, nanoparticles
have enabled penetration and uptake of dsRNA into the cells using transdermal dsRNA
fluorescent nanocarrier delivery system [30,57]. A scientific publication reported significant
knockdown (from 86.86 to 58.87%) using this delivery method for Aphis glycines, a soybean
pest [57]. The use of nanocarriers is being researched for overcoming such limitation across
different delivery systems, especially since it reduced dependence on viral-vectors and is
safer and more convenient alternative for mass production [44,57].

One of the most commonly used nanomaterials is chitosan, which is a biodegradable
polymer made by deacetylation of chitin [24]. Chitosan was used as a nanocarrier to
deliver dsRNA in Anopheles gambiae larvae and was found to protect dsRNA and help
stabilize it. This was fed to the mosquito larvae via agarose gel coated food which triggered
RNAi and led to increased mortality [58]. Recent studies on nanocarriers which have
shown promising results are layered double hydroxide (LDH) clay nanosheets. It was
demonstrated by Mitter et al., in 2017, where non-toxic LDH were adsorbed with dsRNA
(dsRNA-LDH complexes) to form BioClay™ which can be sprayed onto plant/leaf surfaces
and induce an RNAi reaction in the target pest [59]. The dsRNA was protected from by
the LDH nanosheets effectively against nucleases, and showed strong adhesion even after
rinsing [59]. The LDH nanosheets enhanced the stability of dsRNA under environmental
conditions for a longer period, making BioClay™ suitable for spraying on-field [59,60].
Apart from nanocarriers, cationic lipids are another medium for transferring dsRNA into
target cells [61]. Lipid-based transfection reagents can also increase RNAi efficiency, these
vesicles are referred to as liposomes. Electrostatic interactions between positively charged
cationic lipids and negatively charged dsRNA can produce liposomes [62].

More research was done using similar technology, but with a controlled dsRNA release.
One such approach is by making dsRNA release pH dependent, with the clay nanocarrier
releasing dsRNA either under acidic or basic conditions, based on the target site pH level
and the environment conditions to maintain stability [63]. This was investigated in our
lab, where the stability of dsRNA was tested after loading on two types of biodegradable
clay particles: Clay 1 (releases dsRNA under acidic conditions) and Clay 2 (releases dsRNA
under alkaline conditions) on cattle hide. Cattle skin was treated with Cy3 labelled dsRNA
alone and Cy3 labelled dsRNA loaded on Clay1 or Clay2. The treated skin samples were
imaged using confocal microscopy for the presence of fluorescence signal. We found that the
dsRNA loaded on clay particles was stable unlike naked Cy3-dsRNA which degraded and
was not visible after washing. This study showed that the clay particles increased inherent
stability of the dsRNA molecules, offering promise to provide a sustainable solution for
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animal health [63]. A study in 2020 compared various inorganic nanomaterials as potential
carriers for dsRNA in C. elegans, of which only dsRNA adsorbed to a synthetic cationic
nanocarrier, Mg-Al LDH showed effective knockdown with gene expression at the lowest
concentration levels being brought down to 66.8% when compared to the control [64].

3. Application of RNAi for Animal Health

Over the past ten years, there has been a significant increase in published papers
regarding application of RNAi to control in parasites affecting livestock, the data of which
has been figuratively described in Figure 2A. This section highlights those RNAi studies
which have been focused on the control of pests that affect pigs, sheep, and cattle pest.

Figure 2. Recent publications of RNAi based pest management associated with livestock. (A) Number
of publications in the past 10 years based on a query-based PubMed search. (B) Recent quantitative
distribution of RNAi studies in major livestock pest families. Based on PubMed search: More than
203 publications have been identified with queries “RNAi, gene silencing, specific species name, pest
management, and specific livestock animals” by PubMed search.

RNAi technology has been described as a novel method for determining gene function
and has provided an appealing approach to pest and disease management [65]. There has
been abundant transcriptomic/genomic resources available for Ascaris suum, making it
an experimental model among nematode parasites [66]. Apart from studies focused on
nematode parasite management in pigs, there were studies done with regard to tick control
in cattle. Ticks are ectoparasites of both animals and humans and are a significant disease
vector affecting cattle husbandry globally [67,68].

With regard to human health, large-scale production of mRNA has been achieved for
commercial production with the development of mRNA vaccines for COVID in the recent
years [69]. Lipid nanoparticles (LNPs) which are composed of ionisable lipids, helper
phospholipids, cholesterol, and PEGylated lipids are used to deliver mRNA vaccines
developed by biopharmaceutical companies such as Moderna against COVID-19 and Zika
viruses and BioNTech against COVID-19 spike proteins [69]. Over the past few years,
research in pest management has further extended towards other livestock pest species.
Table 1 enumerates some of the major experiments conducted in the past decade on the
application of RNAi based pest control in the agricultural sector.
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Table 1. A summary of the RNAi studies focused on the management of pest associated with
livestock production.

RNAi Target Parasites Delivery Livestock Efficiency Ref

As-eft-1, As-eft-2,
As-gmpr,

As-tnc-1, As-rab-3,
As-hb-1,

As-unc-29,
As-unc-38

Ascaris suum Soaking Pig

Different targets in adult A. suum
were tested for gene knockdown. All
targets were significantly silenced in

different region of adult A. suum.
Furthermore, all genes indicate they

are susceptible to RNAi in adults
A. suum, especially neuronal genes.

[15]

As-enol-1 Ascaris suum Soaking Pig

Enolase gene expression was
significantly silenced, and the

mortality rate increased by 20.11%
(p < 0.01) after soaking expressed
sequence tag (EST) representing
As-enol-1 dsRNA derived from

A. suum for 72 h.

[65]

EST-06G09 Ascaris suum Soaking Pig

The gene of EST 06G09 was silenced
after 72 h soaking. The survival rate

achieved highest peak at 48 h (20.37%,
p < 0.01). The gene 06G09 has

function in larval development.

[70]

TsSPIs Trichinella
spiralis Soaking Pig

TsSPI mRNA and protein expression
levels in larvae decreased by 68.7%
and 68.4%, respectively (p < 0.05).

RNAi-mediated suppression of TsSPI
expression in T. spiralis drastically

decreased larval infectivity and
survival inside the host.

[71]

LsalMS Lepeophtheirus
salmonis Soaking Salmon Lice

Myosuppressin (LsalMS) knockdown
resulted in reduction in the amount
of muscle, with skeletal and visceral
muscles both showing anomalies in

the lice. Additionally, LsalMS
down-regulation also had an impact

on feeding, spermatophore
deposition, and moulting.

[72]

Ubiquitin-63E Rhipicephalus
microplus; Injection Cattle

All ticks treated with dsRNA did not
have offspring. Ubiquitin-63E
knockdown was confirmed by

microarray and qRT-PCR.

[73]

HBP Amblyomma
mericanum Injection Cattle

dsRNA specific for histamine binding
protein (HBP) transcript was injected

into the haemolymph. Less
expression of HBP mRNA was shown
by molecular evidence, resulting in

lower histamine binding ability.

[74]

Subolesin Ornithodoros
spp. Injection Cattle

By injecting dsRNA to silence the
subolesin gene (Silencing 70–78%),
oviposition was prevented (88.6%

and 95.4%).

[75]

Fhteg1, Fhteg5,
Fhteg8, Fasciola hepatica Soaking Cattle

92.9% transcript reduction of Fhteg1,
74.1% transcript reduction of Fhteg5.

But no observable effect
on phenotype.

[76]

SsGST-mu1 Sarcoptes scabiei Soaking Sheep
Compared to controls, knockdown

caused a 35% decrease in
transcription of the target gene.

[77]

Hyaluronidase Haemonchus
contortus Oral feeding Sheep

A significant drop in worm burden
and significant decrease in

hyaluronidase activity in siRNA
treated group.

[78]

The data from Table 1 demonstrates that RNAi has the potential to be successfully ap-
plied for parasite management and improve animal husbandry practices. RNAi technology
has been described as a novel method for determining gene function and has provided
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an appealing disease management approach in parasitic nematodes. Out of the examples
illustrated, the most promising results were obtained for nematode management, highlight-
ing its potential for improving pig health. More than half of the studies focusing on tick
control were on Ixodidae and Argasidae families, covering the following species, Amblyomma
mericanum, Ixodes scapularis, Haemaphysalis longicornis, Rhipicephalus sanguineus, Dermacentor
marginatus, and Boophilus microlpolu.

The field application of RNAi product for pest control In animal is still in an early stage.
One specific research example is the application of RNAi against Haemonchus contortus
commonly known as barber’s pole worm in sheep. Researchers successfully used siRNA
treatment for 8000 barber’s pole worms [78]. They used a dosage of ~1 mg/10,000 larval to
observe a RNAi effect. For this study, the quantity of siRNA needed for RNAi effect was
~1 mg per animal [78]. In animal agriculture, each animal needs to be treated individually
against pests and the exact quantity of RNA precursors required RNAi silencing can be
very subjective depending on various factors like: (1) Size, animal types, animal density
and living conditions of the farm. (2) Delivery system (nanoparticle/directly) and methods
(injection/feeding). (3) Knockdown of genes with different function. (4) Species, stages
of the pest. (5) Infection abilities associated with different pest and animal also need to
be considered.

DsRNA has been delivered to the various tick species using different techniques, in-
cluding microinjection, soaking, and feeding. As a major parasite of cattle, research studies
focusing on RNAi strategy for tick species have achieved considerable gene knockdown or
mortality increase [67,68]. Many parasites that affect livestock remain significant research
subjects for flystrike in sheep, anaplasmosis in cattle, nematode infection in pigs and ec-
toparasites of salmon. While large-scale production of dsRNA has been expensive in the
past, there has been a significant drop in production costs. This is due to the development
of mass production systems, such as bacterial expression vectors for in vivo synthesis [79].
Thus, the use of RNAi as biopesticide has an excellent potential as control strategy for these
pests affecting livestock industries.

4. Regulatory Framework

The excitement surrounding the development of RNAi for different agricultural appli-
cations has been building for years, with the full breadth of these potential benefits across
many areas being thrown into sharp focus. Specifically, RNAi has the potential to replace
conventional chemical pesticides with the ability to target genes selectively, and therefore
only induce mortality in the target organism. As an emerging agricultural technology,
RNAi has already shown its appealing capabilities in multiple areas. RNAi for developing
sustainable agriculture has growing number of publications and patents (according to a
search in the World Intellectual Property Organization database using the terms ‘RNAi’
and ‘agriculture’, ~1100 patent applications have been lodged), yet very few agricultural
applications have made it to market. Despite the potential of RNAi there are still many
challenges to be addressed to enable its application in the field.

One important limitation in the development of regulatory framework for RNAi
include difference in the efficacy of each dsRNA under environmental conditions. RNAi-
based products can be applied via some of the delivery methods described above. The
exogenous spray application of RNAi as SIGS to improve plant health has the potential
to become a fast-growing market. Despite existing framework available for regulatory
assessment and approval of genetically modified plants, appropriate safety evaluations,
and authorization procedures for SIGS-based products are less clear [80]. The degradation
profile of each target dsRNA entering the environment needs to be extensively studied
to assess the risk of unanticipated persistence [81]. The three environmental and highly
researched microcosms of interest in this context are soil, surface water and sediment.
Within soil foliarly applied dsRNA degradation rate for DT50 (Time to 50% degradation)
and DT90 (Time to 90% degradation) was <30 h and <35 h, respectively, [81]. Interesting
enough, insect bioassays demonstrate that the loss of functional capacity of dsRNA is
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unlikely to be caused by soil texture, clay content, pH, or other differences. Instead, it
is commonly believed that microbial degradation is the primary driver of dsRNA degra-
dation [81].Fischer et al., demonstrated that dsRNA remained stable in sterile water for
three days. While this information lays a good foundation of dsRNA degradation in the
ecosystem suggesting low risk of persistence [82]. As RNAi is a rapidly evolving field
with most research focused on model organisms it is still not fully understood, making the
design and implementation of regulations to be in constant flux.

Safe consumption of dsRNAs by humans and other vertebrates holds a long history;
as dsRNA and its processed products are natural components of food and feed [83,84].
Oral uptake of dsRNA or siRNA by humans or farm animals has been reported to have
negligible impact due to degradation and multiple barriers in the gastrointestinal tract of
mammals [85,86]. The regulatory status of RNAi technology is different for each country.
Topical dsRNA will be the likely treatment for animal agriculture, hence topical dsRNA
regulatory approval is discussed below for selected jurisdictions. European Union (EU)
regulations have been initially set on chemicals as active substances, no specific guidance
documents defining the data requirements for the authorization of dsRNA-based applica-
tion for plant protection are outlined. However, “the Commission may . . . adopt or amend
technical and other guidance documents such as explanatory notes, guidance documents
on the content of the application concerning microorganisms, pheromones, and biological
products, for the implementation of this regulation. The Commission may ask the Authority
to prepare or to contribute to such guidance documents” [87].

The Environmental Protection Authority (EPA) in New Zealand regulates RNAi under
the Hazardous Substances and New Organisms (HSNO) Act. The NZ EPA and Decision-
Making Committee decided that due to topical dsRNA lacking the ability to alter the
genetic code, it is out of the scope of HSNO, and instead may be classed as a hazardous
substance. However, EPA databases of hazardous chemical databases does not list dsRNA,
making the regulations on dsRNA almost non-existent [88]. In the United States, pesticide
goods must be registered with the US Environmental Protection Agency (EPA) before
they can be manufactured, transported, or sold [89]. In 2017, the EPA approved the first
RNAi pesticide [90]. SmartStax Pro is a GM maize seed that will use both transgenic
insecticidal proteins and RNAi to combat western and northern corn rootworm [11,90].
The EPA’s standards in Title 40 of the Code of Federal Regulations (CFR) Part 158 lay out
the data requirements for assessing pesticide products [91]. These data criteria aid in the
evaluation of pesticide active components as well as pesticide products [91]. In addition to
traditional chemical pesticide data requirements, 40 CFR Part 158 defines data requirements
for biochemical and microbiological insecticides, which are often less toxic intrinsically
than conventional chemical pesticides [91].

In Australia, as of the 8 October 2019, the Gene Technology Regulations 2001 legislation
was amended, to include a provision that explained that gene technology does not include
approaches involving the introduction of RNA into an organism, if the RNA cannot be
translated into a polypeptide, an infectious agent cannot be produced, or the organisms’
genomic sequence is not altered as a result. If these conditions are met, the organism treated
with dsRNA is not classified as a GMO under the Gene Technology Act of 2000 and is
thus not regulated by the OTGR [34]. However, topically applied dsRNA is still subject
to regulatory oversight by the Australian Pesticides and Veterinary Medicines Authority
(APVMA) under the category of agricultural chemical products. To be approved by the
APVMA, appropriate evidence must be presented for human health and safety, worker
health and safety, environmental fate and toxicity, target efficacy and crop safety, foreign
trade implications, and chemistry and manufacturing processes [34].

RNAi for controlling pests (O: Diptera, Hemiptera, Lepidoptera, Coleoptera), which affect
plants/crops are proving to be efficient, hence promoting the transition of the novel and
innovative RNAi to the market [92,93]. This existing data on RNAi research available to
regulators to identify, assess, manage, and mitigate risks can help expand on traditional
laws, biosafety regulations, market-based or economic regulatory schemes to create a
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specific niche assessment for non-GMO RNAi-products globally. The legal regulatory
framework surrounding RNAi is looking more promising than ever due to the completed
assessment to date and the regulatory framework already in places such as Australia
regarding SIGS-products. While these outcomes have been focused on the plant/crop
sector, they will have a profound impact on our knowledge of gene silencing and inform
the way we apply this technology to improve the productivity of livestock.

5. Conclusions

RNAi-based biological controls can offer high target specificity, non-GM, environmen-
tally friendly strategy against pests and pathogens. As described above, the RNA-mediated
management for animal agriculture is still in its infancy and substantial research focus will
be required for it to reach its full potential. Additionally, RNAi applications also need to
be explored and adopted from the regulatory and community acceptance aspects of this
technology. The breadth and success reported for RNAi studies conducted to control pests
affecting plants, suggest dsRNA has a promising future in addressing current deficiencies
in the control of livestock pests. If development is conducted diligently and thoroughly,
encompassing bioinformatic identification, in silico best-design of RNAi effectors, and
laboratory- and field-based RNAi toxicity studies, RNAi-based biopesticides have the
potential to revolutionize pest management in a safe, specific, and effective manner. For
successful development of RNAi strategies to improve animal health this issue must be
addressed by understanding the movement of the dsRNA within the pest of interest to
improve the penetration and persistence in the environment.
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