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Abstract: Occurrence of large-scale harmful algal blooms (HABs) in our reservoirs and water bodies
threaten both quality of our drinking water and economy of aquaculture immensely. Hence, rapid
removal of HAB biomass during and after a bloom is crucial in protecting the quality of our drinking
water and preserve our water resources. We reported here a rapidly deployable algae cleaning system
based on a high-capacity high-throughput (HCHT) spiral blade continuous centrifuge connected with
inlet and effluent water tanks and a series of feed-in and feed-out pumps as well as piping, all fitted
into a standard 20 feet metal shipping container. The system separates algal biomass from algae-laden
water with a maximum flow rate of 4000 L/h and a centrifugal force of 4500x g. Cells collected
by the system are still intact due to the low centrifugal force used. We showed that after HCHT
centrifugation, cellular contents of HAB biomass were not found in the effluent water, and hence,
could be discharged directly back to the water body. Furthermore, the addition of flocculants and
chemicals prior to the separation process is not required. The system could operate continuously with
proper programmed procedures. Taken overall, this system offered a much better alternative than the
traditional flocculation- and sonication-based methods of HAB removal in a freshwater environment.
This deployable system is the first of its kind being built and had been field-tested successfully.
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1. Introduction

Occurrence of large-scale harmful algal blooms (HAB) in freshwater and marine en-
vironments is a worldwide problem that threatens water quality, as well as aquatic and
human life. Freshwater algal blooms caused by cyanobacteria (sometimes denoted as
“cyanoHAB” [1]) occur worldwide, including in China [2], Africa [3], North America [4],
Middle East [5], Australia [6,7] and Europe [8]. These large-scale cyanoHAB have caused
economic losses. Furthermore, cyanoHAB-causative agents, in particular Microcystis aerug-
inosa, produce hepatotoxic microcystins [9]. If these toxic cyanoHAB occur in reservoirs
and lagoons that are designated to provide water for drinking purposes, the effects can
be catastrophic. For example, in May 2007 in WuXi city on the Northern shore of the
Lake Taihu, a massive cyanoHAB occurred. Millions of residents in Taihu had to scramble
for bottled drinking water [2]. The Chinese military had to transport millions of water
bottles from neighboring cities to alleviate the shortage of drinking water. In February 1996,
116/131 (89%) of patients in a dialysis clinic in Caruaru, Brazil, were believed to had been
“poisoned” by cyanotoxins presented in their drinking water and 52 died eventually [10].
Autopsy analysis led authorities to conclude that the major contributing factor to death of
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the dialysis patients was intravenous exposure to microcystins, specifically microcystin-YR,
-LR and -AR [10].

Apart from cyanoHAB, HAB occurrence in marine environment also constitutes a
health risk. Regular blooming events of the toxic dinoflagellate Karenia brevis in Florida,
USA [11-13] are a public health issue, with an estimated yearly US $0.5-4 million of
marginal cost for the treatment of respiratory illnesses due to breathing in of toxin-
contaminated seawater aerosol [14]. Frequent blooms of toxin-producing Alexandrium
species and Pseudochattonella verruculosa from 2012 to 2017 in Tasmania, Australia also
caused toxin contaminations of valuable shellfish cultures, with an estimated loss of
US$800 million [15]. A Karenia digitata bloom in Hong Kong coastal area in 1998 had
caused an estimate loss of HK $250 million in fish farms [16]. Despite devastating economic
and health impacts caused by both freshwater and marine HAB, the occurrence of HAB is
a natural event and it is difficult to forecast its occurrence, especially for irregular events.
Therefore, technology for rapid removal of both HAB and cyanoHAB biomass without
breaking the cells is urgently required to minimize the damage and associated health risk.

Over the years, researchers had developed several types of methods to remove HAB
biomass from the affected region. (1) Flocculation and sedimentation of surface biomass
using clay, chitosan and modified soil particles were examined extensively in different
locations and circumstances, targeting different species of HAB-causative agents. It was
estimated that these methods had overall flocculation rates of 40-80% on the microalgal
cells [17-21]. In laboratory settings, microalgae biomass sank after flocculation can be re-
trieved easily from the bottom of the container. However, in field practice, microalgae that
sank to the bottom of the water body would die rapidly owing to insufficient light supply,
and eventually rupture simultaneously with concomitant release of its cellular contents
into the water in a massive scale. (2) Ultrasonication was also studied [22-24]. A dramatic
increase of microcystin presented in ultrasonicated algae-laden water was detected after
merely 5 min of ultrasonication of M. aeruginosa suspension [22]. This rapid release of harm-
ful microcystin suggested the high risk of direct contamination on drinking water from
CyanoHAB, despite removal of the presumably ruptured cyanobacteria by ultrasonication.
(3) Chemical flocculation methods were also studied using cationic polymers, metallic
flocculants [25-27], as well as chemical algicides such as hydrogen peroxide [19]. These
methods achieved 50-90% microalgal removal efficiencies [28-30], but adding chemicals
into lagoons or reservoirs with water intended for house-hold use is highly controversial.
Even in marine environment with more dilution effect, risks of seafood contamination still
exist when applying these methods onto blooming and bloomed sites closed to commercial
aquaculture zones. (4) Electro-flocculation was also designed for harvesting biomass for
commercial microalgae cultivation plants [31] and for wastewater treatments [32-34]. Dif-
ferent from chemical flocculation, aggregated biomass floats after electro-flocculation and
are scratched off from the water surface, and thus, reduced the risks of water contamination
by harmful cellular contents. However, costs due to rapid deterioration of electrodes and
the risk of chemical contamination of water body by the release of electrode chemicals
prevented the method to come into standard operation. Lastly, the uncertainty on where
the HAB will occur hinder installation of any algal biomass removal device permanently.

In Hong Kong, regular and persisting cyanobacteria blooms occurred in certain em-
bayment areas of the Plover Cove Reservoir every spring-to-summer period (Figure 1).

The presence of these cyanoHAB will increase health risk in our drinking water and
induce extra cost of cleaning with regular filters, not mentioning the unpleasant smells and
decayed biomass produced. As Plover Cove Reservoir is the second largest drinking water
staging point in Hong Kong, the addition of chemical flocculants is strictly prohibited.
To tackle this problem, we fabricated a self-contained algal cell cleaning system using a
high-capacity high-throughput (HCHT) centrifuge with spiral blade technology (Evodos
Dynamic Settlers, Raamsdonksveer, The Netherlands) as its central piece and put it as well
as all the supporting accessories in a 20-feet metal shipping container. The system, being
self-contained in the shipping container, can be deployed rapidly when needed and we
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reported the results of its performance here. To the best of our knowledge, our cleaning
system has overcome all inadequacies of the other methodologies described above. It
requires no addition of chemicals into the algae-laden bloom water and the process was
so gentle that no significant amount of algal cell breakage was observed. In other words,
no harmful substances from the algal biomass were released into the clean water during
and after the cleaning process. Because of the spiral blade technology, algae cells inside
the centrifuge have a very short settling path (5-7 mm) and can be harvested quickly. This
technology is immensely more superior to traditional centrifugation technology.

Figure 1. (A,B). A cyanoHAB occurred in a certain embayment region of the Plover Cove Reservoir
of Hong Kong.

2. Materials and Methods

Unless specified otherwise, solvents and chemicals used in laboratory experiments
were all purchased from Sigma Aldrich (St. Louis, MO, USA) and were all at least analytical
grade. Water used for laboratory experiments were all distilled and deionized. Statistical
tests were performed using SPSS Statistics 26 (IBM, New York City, NY, USA). A Shapiro—-
Wilk Test (SW-test) was performed for the test of normality. Student’s t-test was performed
for datasets with normality assumed (SW-test P value > 0.05), whereas otherwise, a Mann—
Whitney U test was used for the non-parametric test. For all tests described, null hypothesis
was rejected when the P value of the tests <0.05.

2.1. Design and Flow of the Algae Cleaning System

The overall design of the algae cleaning system is illustrated in Figure 2 below.



Phycology 2022, 2

63

oil pump

Ventilation fan

Inlet water

Cleaned water centrifuge

/

ﬁ Feed pump F&Eﬂb@l@ﬁ draw

(e gy gy gy gy g S g SN S S §

"y

<40

()
|
v
Wi,

=3

Water outlet Water inlet

Figure 2. Interior design of our algae cleaning system.

In brief, the inlet flow of algae-laden water started with a water collection submerged
pump linked outside the metal container. Surface water of the sampling site (around one
meter depth) was collected by the pump and was directed to the inlet tank for temporary
storage. The water collection pump was protected by a metal grid box to prevent it
from being blocked or damaged by larger items of garbage, such as branches, leaves or
ruminants of dead creatures in the water body. Two sets of buoys were connected to the
water collection pump to provide buoyancy. Inlet water stored in the inlet tank was then
directed into a feed pump with maximum 4000 L/h pumping capacity, before being fed
into the T-25 HCHT centrifuge. Separations of phytoplankton from the water body took
place in the centrifuge using the spiral blade technology from Evodos. The microalgae have
a short settling distance and, hence, quickly accumulated on the inside of the drum that
encloses the blades (Figures 3 and 4) [35].

Cleansed water after the centrifugation process (i.e., effluent water) was then directed
to an effluent tank before being pumped back into the reservoir by a submerged pump in
the effluent tank. Two water level sensors were installed in both the inlet and effluent tanks
to prevent overflow from the tanks. In the inlet tank, when the water level reached the
higher limit sensor, the system would force-stop the first submerged water collection pump
until the water level inside the inlet tank dropped below the lower limit sensor. In contrast,
in the effluent tank, when the water level reached the high limit sensor, the submerged
pump in the effluent tank will increase its flow rate (higher than that of the centrifuge
system) so as to reduce the amount of effluent water in the tank and until the water level
inside dropped below the lower limit sensor. Microalgal biomass collected in the inside of
the drum (which enclosed the spiral blades) were scrapped off from the inside of the drum
by an in-built scrapper and was collected on a drawer, as illustrated in Figure 2.
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Figure 3. Two layers of 96 spiral blades were constructed along a central shaft for rotation during the
centrifugation process. With a centrifugal force of up to 4500x g, the curved blades allow a short
5-7 mm settling distances of the microalgae to the blades, which eventually accumulated on the wall
of the centrifuge (not shown in this Figure). Because of copyright issues, the readers are referred to
the website of Evodos (https://www.evodos.eu/technology/, accessed on 12 December 2021) to
obtain detailed information of the spiral blade technology.

1. Rotating water 2. Spiral plates 3.90,1350r 180 4. Plate pack detail.
cylinder, cross- limit path of SPT vanes hinged Max. swimming
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Figure 4. This Figure diagrammatically shows that through the 96 spiral blades arranged in a tight
circle, the microalgae in the algae-laden water have a short settling distance and, hence, they were
quickly collected (Courtesy of Evodos Dynamic Settlers, The Netherlands).

2.2. Field Site Operation

A site near the Water Pumping Station of the Plover Cove Reservoir (22°28'37.2” N
114°14'24.4” E, Figure 5) was chosen as the operation site. The whole system was built
and fitted inside a 20-feet metal shipping container (Figure 6). Our microalgae cleaning
system was powered by three-phase electricity provided by the Water Pumping Station of
the Water Supplies Department, Hong Kong SAR Government, China. The embayment
near the pumping station was one of the most severe cyanoHAB spots (Figure 1) and had
affected the cleaning efficiency and maintenance of the pumping systems of the station for
decades. To avoid dilution of inlet water (from inside the reservoir), the effluent water was
directed and excluded in another side of the embankment (Figure 5).


https://www.evodos.eu/technology/

Phycology 2022, 2 65

Tai Mei Tuk Government

Holiday Bungalow
ARBRESMASIN

Hong Kong Policé
Tai Mei Tuk Activ

SEARBEXR
HEDNSRPO

Figure 5. Picture from Google Map showing location of the water pumping station in the Plover
Cove Reservoir where the HCHT centrifuge was deployed.

Figure 6. The deployed algae cleaning system on the location of operation. It can be easily hoisted to
other locations by an appropriate container truck with associated crane facilities.
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The system was operated every 2-3 days per week from 13 July to 31 August 2017.
Starting from 1 September to 13 October 2017, the system was operated once per week.
Total continuous runtime of a water cleaning process was 4 h, starting from 10:30 am to
2:30 pm (GMT+8). Although the cleaning system can operate for a longer duration, normal
operation of the Water Pumping Station with trespasser restriction entry protocols would
not allow our research team to run the cleaning system for more than 4 h each day. When
operating, the HCHT centrifuge was operated at its highest flow rate, i.e., 4000 L water per
hour, with a centrifugal force of 4500 g during the process. This centrifugal force was
known not to break any microalgae and cyanobacteria cells, as verified in our laboratory.
The spiral blade parts of the centrifuge were washed with tap water after each operation.
The unloaded algal biomass was allowed to air dry overnight.

2.3. Measurement of Biomass and Photosynthetic Pigments

Overnight air-dried biomass collected from each operation was spread into a thin
layer on an aluminum tray and was then dried using an oven in 80 °C overnight. Weight of
the dried biomass collected was recorded. Chlorophyll 4 and carotenoid concentrations of
inlet and effluent water were measured as described previously [36]. In brief, organisms
in the 100 mL of fresh water sample were concentrated by 15,000 g for 7 min in dark.
Chlorophyll a and carotenoid were then extracted using ice-cold methanol for 20 min in 4 °C.
Supernatants were collected using another 15,000 x g of centrifugation and the absorbances
of samples in 470 nm, 665 nm and 720 nm were measured using a 7315 spectrophotometer
(Jenway, Staffordshire, United Kingdom). Chlorophyll a content (Chl,) was calculated
using the equation [37]:

Chl, [ug mL’l] = 12.9447( Aggs — Ao
Whereas that of carotenoid was calculated by [38]:
Caroteniod [ug mL’l] - [1000(A665 — Apy) — 2.86 (Chla [ug mL’l] )] /221

2.4. Measurement of Water Temperature, pH and Chemical Oxygen Demand (COD)

Water temperature and pH of the samples were measured by a SDL100 pH meter
(Extech Instruments, Waltham, MA, USA) on-site at 12:00 pm. Water samples were then
transferred to the laboratory as soon as the cleaning operation ended. Chemical oxygen
demand (COD) was measured using COD Digestion Kit with 3-150 mg/L range (Hach,
Loveland, CO, USA) following the manufacturer’s protocol (Hach method 8000). In brief,
2 mL of sample was added into the COD digestion vial. The mixture was mixed carefully
before being heated at 150 °C for 120 min. The vials were then cooled to room temperature.
Contents in the vial were mixed before being allowed to settle. Absorbance of the suspended
matter were measured at 420 nm using a DR 2800 spectrophotometer (Hach, CO, USA)
with potassium acid phthalate being used as standard.

2.5. Investigation of Species Community Using Metagenomic Sequencing

At least 20 L of reservoir water on 4 August 2017 (where both chlorophyll a2 and
carotenoid concentration were the highest) near the sample collection pump as well as
the effluent water collected after the cleaning process were collected and were transferred
immediately back to the laboratory. The effluent water was first filtered using a sterile
5 um filter membrane (Advantec, Tokyo, Japan). The filtrate was then further filtered with
a sterile 0.2 um filter membrane. Crude reservoir water (inlet water) was filtered using
0.2 um filter only. All filter membranes were allowed to filter the samples until they were
totally clogged.

Total DNA content on the membranes were extracted using DNeasy PowerWater Kit
(Qiagen, Hilden, Germany). Extracted DNA were then transferred to Groken Bioscience
(Hong Kong, China) for metagenomic sequencing. In brief, DNA samples were fragmented
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to around 300 bp using sonication (Covaris, Woburn, MA, USA). After the A-tail repairing
and PCR amplification, DNA fragments were then sequenced using HiSeq PE150 platform
(IIlumina, San Diego, CA, USA). Low quality reads were filtered and clean data were
assembled by MEGAHIT [39] to generate scaffolds and then scaftigs (i.e., continuous
sequences within scaffolds). Genes were predicted using MetaGeneMark [40] from scaftigs
larger than 500 bp. After dereplication using CD-HIT [41], all unique genes were mapped
by SoapAligner [42] to construct a gene catalogue. Taxonomies were then identified against
NCBI non-redundant database (version 2016-11-05) to generate annotation information
of the gene catalogue using the Blast algorithm via DIAMOND [43]. Blast results with
an E-value within 10-fold of the minimum E-value found in the total annotation pool
were selected for further analysis. Taxonomic annotation of each identified gene was then
assigned by lowest common ancestor (LCA) algorithm via MEGAN [44]. Taxonomies of
the community were then visualized by Krona [45], and further presented in a bar chart.
Only species names of the first 10 abundant taxonomy in the taxonomies were shown.

3. Results and Discussions
3.1. Performance of the Algae Cleaning System on Removing Cyanobacterial Biomass and Its
Consequent Effects on Water Quality

We had commissioned a company in the Netherlands called Evodos Dynamic Settlers
to build our deployable rapid cleaning system with their HCHT centrifuge system (model
T-25) as a center piece and put all the essential accessories inside a 20-feet (60.9 m long)
metal shipping container (please see Materials and Methods as well as Figure 2 for a brief
description of the setup). After commissioning of the algae cleaning system on 13 July 2017,
we started to operate the system every 2-3 days until late August 2017. During that period,
three tropical typhoons hit Hong Kong, and hence, affected our data collection (Table 1).

Table 1. List of the three typhoons that hit Hong Kong during July—August 2017. * Hato is the second
strongest typhoons that hit Hong Kong in the past 50 years.

Name of Typhoon Date That Hit Hong Kong Max. Sustained Winds Speed (km/h) Max. Gusts Speed (km/h)
T1707 Roke 23 July 2017 44 73
T1713 Hato * 23 August 2017 185 240
T1714 Pakhar 27 August 2017 90 150

Due to safety reasons, operation of our system was suspended on the day where
typhoon warnings were enforced by The Hong Kong Observatory. The operation was
resumed usually one to two days after the cancelation of all typhoon warnings. Starting
from the beginning of September and until the middle of October 2017, the algae cleaning
system was operated for at least once per week, aiming to investigate the performance of
the system when the cyanobacteria densities were considered not high. As shown in the
results below, our algae cleaning system could operate efficiently under various conditions,
including hot ambient temperature, as well as highly fluctuating algal densities. Figure 7
demonstrated the biomass harvested by the algae cleaning system from the embayment
area of the Plover Cove Reservoir.

Amounts of dried biomass obtained per liter of inlet algae-laden water from 13 July
2017 onwards followed a decreasing trend from 6.8 mg/L to the lowest 0.8-1.2 mg/L on
13 October 2017 (Figure 8A). Chlorophyll a concentration in inlet algae-laden water, which
is an indicator of the population of phytoplankton in water [46,47], in contrast, dropped
from the highest 16.2 mg/L on 4 August 2017 to the lowest 3.8 mg/L on 25 August 2017,
then subsequently increased back to near 14-16 mg/L during September to early October
2017 (Figure 8B). Carotenoid concentration in the algae-laden inlet water followed a similar
pattern, with only 2.5 mg/L detected on 25 August, compared to that over 10 mg/L in
July and early October (Figure 8C). Effects of the typhoons, both the concomitant extreme
weather as well as rainfall, especially on the decreasing phytoplankton levels in the inlet
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water from 25th August onwards, had complicated growth patterns of algae and biomasses
in the reservoir. Nonetheless, both chlorophyll 2 and carotenoid were not detectable in the
effluent water samples (i.e., water after the cleaning process), suggesting that an over 90%
(by weight) removal rate of phytoplankton from the inlet water was achieved.

Figure 7. (A) Cyanobacterial biomass collected from the inlet water that were unloaded into a drawer
in the bottom of the centrifuge after the harvesting steps. (B) Some wet biomass collected after an

operation on 13 July 2017.
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Figure 8. (A) Dried biomass collected on a 4-h operation, (B) chlorophyll a concentration and
(C) carotenoid concentration in the inlet water (Inlet) and effluent water (Effluent) from July to

October 2017. The three arrows indicated the occurrence of the three typhoons in Hong Kong.
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To further investigate the performance of our algae cleaning system, microorganisms
in inlet water and effluent water from 4 August 2017 with the highest chlorophyll a concen-
tration in inlet water were recorded and collected and the metagenome was sequenced for
species community analysis. From Figure 9, over 30% (by relative abundance) of microbial
population in inlet water (inlet) belongs to the cyanoHAB-causative agent M. aeruginosa.
After the harvesting process of our algae cleaning system (the sample named eff50), less
than 3% (by relative abundance) of M. aeruginosa was identified in the metagenome, sug-
gesting an overall 90% (by relative abundance) of M. aeruginosa removal efficiency. In
addition, population of another cyanobacterium Limmnothrix sp. [48] also reduced by more
than 50% (by relative abundance) after the cleaning process (Figure 9). Both M. aeruginosa
and Limnothrix sp. were not presented in the effluent water samples after passing the 5 pm
membrane filters (eff02). In contrast, other species identified in the metagenomic analysis
were all non-photosynthetic bacteria [49-53]. As they were all found in eff02 (i.e., samples
collected on the 0.2 um membrane filters), they may be too small to be collected by the
mobile cleaning system, and hence, were retained in the effluent water (Figure 9). These
results further suggested that our mobile cleaning system was capable of removing over
90% (by relative abundance) of the freshwater phytoplankton biomass.

eff50

[l s__Microcystis aeruginosa

[l s__Terrimicrobium sacchariphilum

B s__Acidimicrobium sp. BACL19 MAG-120924-bin39
B s__uncultured Mediterranean phage uvMED

. s__Acidimicrobium sp. BACL27 MAG-120823-bind

[E) s__caldilinea aerophila
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Figure 9. Clustered bar chart showing the community ratio of major microbial species collected from
raw inlet water after 0.2 pm membrane filtration (inlet), from effluent water after a 5 um membrane
filtration (eff50) and followed by another 0.2 pm membrane filtration (eff02).

Apart from the efficiency of phytoplankton removal, it is also important to investigate
if the quality of the effluent water had been changed after the cleaning process. The
HCHT centrifuge (model T-25 of Evodos Dynamic Settlers) employed the spiral blade
technology® [35] that could collect the microalgae biomass with low centrifugal and shear
forces. This technology is being used for biomass harvesting on massive microalgae
planting sites [54,55], as it ensured cellular integrity and even ensured the living status
of the harvested microalgae cells [56]. In this connection, water temperatures of the inlet
water samples, as well as chemical oxygen demand (COD) and pH of the inlet and effluent
water (Figure 10), were measured to access if there were changes of qualities of water after
the harvesting process. It was found that water temperatures fluctuated between 25-35 °C
from July to October. This range of fluctuation is normal in Hong Kong as a subtropical
region during summer and early autumn. Values of pH of both inlet and effluent water
samples ranged from 7-9.7 during the process (Figure 10A). The average pH of inlet water
was 8.5 £ 0.7, whereas that of effluent water was 8.4 £ 0.7. It is unclear why there was
such a fluctuation in such a large water body. It may occur just around the embayment
region where we conducted our experiment instead of the whole reservoir. Nonetheless, it
should be stressed that pH values of the water samples generally did not change before
(inlet water) and after the process (effluent water) (Mann—-Whitney U test P value = 0.248),
indicating that the cleaning process did not introduce any factors that alter pH of the water
body. COD values of effluent water samples ranged from 3.7 to 18.1 mg/L with a mean
value of 9.54 &+ 4.9, which fell within the recommended range of COD of unpolluted surface
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water (20 mg/L or less) by the World Health Organization (WHO) [57]. Furthermore, COD
values of effluent water samples shown in Figure 10B were always lower than that of
the inlet water (mean of COD of inlet water: 15.54 + 5.4, df: 14, P value: 0.035), further
indicating that the cleaning process did not add oxygen demand into the water body, but
generally removed the oxygen demand from it. As a result, our algae cleaning system
would not bring any impact on the quality of water except the removal of cyanobacterial
biomass during the process.

A w pH (inlet) pH (effluent) =—a=Temperature
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Figure 10. (A) The pH of inlet water (pH(inlet)) and effluent water samples (pH(effluent)), water tem-
perature of inlet water (on the right axis). (B) COD of inlet water (Inlet) and effluent water (Effluent).

3.2. Estimated Energy Requirement and Cleaning Efficiency

Traditionally, the use of centrifugation to harvest microalgae biomass was deemed
inefficient and energy demanding. In a traditional swing-out laboratory centrifuge setup,
we needed >30 h to harvest the algal biomass in 10 L of dinoflagellate culture (unpublished
results). On the contrary, the HCHT centrifuge system is very efficient and has low energy
demand. One 4-h operation of the HCHT system would process 16 m? water, according to
the maximum processing rate of 4000 L/h. A laboratory centrifuge would need 48,000 h
to process the same amount of algae-laden water. The theoretical energy requirement
of our cleaning system in a 4-h operation could be calculated as follow. According to
the official description from Evodos, the manufacturer of the T-25 HCHT centrifuge, the
energy requirement is 1.2 kW per m? of water (0.95 kW /m3 of liquid for separation and
0.25 kW /m? for pumping, respectively). Altogether with the calculation of other accessories
(feed-in and feed-out pumps, diving pump for water collection and the air-compressor),
total energy requirement to drive the whole cleaning unit for 4 h would be about 24 kWh.
In field practice, when the current and voltage required for the main power that drives
the whole system (HCHT centrifuge, pumps and air compressor included) was monitored,
we found that energy consumption boosted up to 23 A and 380 V while the system was
initiated, then gradually decreased in 15 sec, and maintained at 9 A and 380 V during the
4-h operation. As a result, the actual energy consumption of a 4-h operation of the algae
cleaning system would be approximately 23.8 kWh, which was closed to the theoretical
energy requirement. The HCHT system is deemed very effective with a correspondingly
low energy demand.

Figure 11 illustrated the area of the embayment near the water pumping station of
Plover Cover Reservoir. Each red box in Figure 11 indicates the area of the embayment of
the pumping station is 400 m?, i.e., there are approximately four boxes in total in the area,
the area of the embayment would be approximately 1600 m?. Given that the inlet water
collection pump of our system could collect algae-laden water on the top one meter of
water surface, where the algal biomass is mostly found during a cyanoHAB, there would
be 1600 m? of water to be cleaned in a 4-h operation. The throughput of our algae cleaning
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system is 4000 L/h, which indicated that 400 h are needed to clean the surface water of the
entire embayment, and 2420 kWh of power would be consumed. As a result, given that
if the target is to clean up 1600 m? of this embayment area in 24 h, 16 machines would be
needed. Of course, there are inadequacies of our calculation, such as that the unit cannot
operate 7 x 24 h and algal biomass will only surface in the top 1 m of surface water when
the sun is out. Furthermore, utilization of the system to completely remove cyanobacteria
(and other microorganisms shown in Figure 9) within a short time is unrealistic and also
might not be optimal for the inherent ecosystem and subsequently the water quality of
the reservoir. Nonetheless, our calculation indicated that if there are sufficient units of the
HCHT harvest system that worked continuously during the peak season of cyanoHAB,
population of cyanobacteria in the embayment could be significantly reduced.

Water-pumping station

Figure 11. Overview satellite image of the pumping station where the HCHT centrifuge was deployed.
The area of each red box on the Figure is 400 m?.

3.3. Further Applications of Our Algae Cleaning System

The results described above show that our algae cleaning system was able to collect
cyanobacteria cells bloomed near the pumping station of Plover Cove Reservoir. In fact,
the design of fitting all the components of the system in a standard 20-feet metal shipping
container was an attempt to make it rapidly deployable or even mobile if put on a container
truck. With a diesel electric generator and a suitable damping system to ensure a steady
horizontal platform for the HCHT centrifuge to process, our algae cleaning system could
work in most sites where algal bloom happened, including any spots near a lagoon or
reservoir or any coastal area in a continuous operation mode. Furthermore, this system
could also be put on a boat or a badge with proper damping and stabilization system such
that harmful algal blooms nearing fish culture zones that are located with a distance from
the coast could also be cleaned. This part of application still needs to be tested in the future.

Lastly, the algae biomass harvested could be used for various applications. Microal-
gae and cyanobacteria have been seen as the feedstock of third-generation biofuels [58]
as well as for the application of cosmetics [59], animal feeds [60-62] and valuable fatty
acid production [63]. While mass cultivation of microalgae and cyanobacteria had been
studied for decades [64—66], occurrence of HAB was random but naturally occurring “mass
cultivation” of microalgal or cyanobacterial biomass. HAB researchers often predicted that
the occurrence of HAB would get more frequent as times go on, owing to a progressive
increase of the concentration of carbon dioxide in the atmosphere and the subsequent
global warming [67,68], especially for cyanobacteria, which often have higher tolerance
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to high water temperature [69]. Algal bloom removing methods, such as chemical floc-
culation, clay and soil, as well as ultra-sonication and algicides described by others, only
removed the bloomed biomass at best but failed to retrieve them. These methods also
cannot prevent massive simultaneous release of toxic cellular contents from these HAB
during the treatment procedures. On the other hand, our algae cleaning system could
collect intact microalgae and cyanobacteria from natural bloom such that these potentially
valuable biomass could be used constructively. Microalgae and cyanobacteria captured
CO; from the atmosphere for growth and the biomass produced could then be utilized for
biofuel or animal feeds to reduce the overall carbon footprint.

4. Conclusions

To conclude, this algae cleaning system is rapidly deployable, capable to collect
over 90% (by relative abundance) of microalgae or cyanobacteria biomass from naturally
occurring HAB in lagoons and reservoir. The cyanobacteria collected was kept intact, such
that there is no alteration of freshwater quality in terms of oxygen demand and acidity. The
cleaning system could operate in robust environment with wide range of temperatures and
weather conditions. The algal biomass collected could be of beneficial use for mankind.
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