Supplemental figure

A) Stab2 Oit3 (B) Tek Timp3
10 = 3 10 o 3 10 = 3 10 - 3
T-Cells Macrquy e N s T-Cells.  Macrqy_ree N 5 TCells:  Macrquy-reey N s T=Cells,  Maciqugercen
Ofkte 280 2 g o 2 g ol - 2
> s Plasma 1 E -5 1 E -5 g Plasma 1
lepatocyte
. o 10 5 -10 0
5 10 15 -5 -10 -5 0 5 10 15 -15 10 15
umap_1 umap_1
F8 Aqgp1
10 y : 3 10 s s
~ s THE | Megueron ~ s MG\ K=ol
A 2 a - 2 : 2
@ O <. D@kupffer @ O C r . r
E ¢ . 3 Plasma 1 5 -5 Pla: Plasma 1
= < lepatacyte epétggyle
10 R -10 0
-5 -10 -5 0 5 10 15 -5 -10 -5 0 5 10 15 -15 =10 -5 0 5 10 15 -15 -10 -5 0 5 10 15
umap_1 umap_1 umap_1 umap_1
(©) Stab2 Oit3 (D) Tek Timp3
10 3 10 8 10 3 10 3
o~ B=Cells 1 2 NK-Teell ~ B=Cells " NK=Tcell ~ B=Cells NK-Tcell o B=Cells NK=Tcell
A < MESN 2 o <. MESN 2 ol i MESN 2 g M MESN 2
g - g Macro g 0 Macro g 0 ;
S_qg Neutro 1 S _qo] Neuto 1 S_jo] Neuro p Endo 1 5_ 10 Neuto
0 0 i« Kupffer 0
-10 -10 -10 0 10 -10
umap_1 umap_1
Aqgp1 Tie1
10 3 10 3 10 3 10
o |Bgels T g NKSTER o |Bpels Ty SUNKSTGRL o [Bcels oy o NKCToel & |Bcels
P MESN 2 o < MESN 2 o o MESN 2 4 0
g Macro - E Macro: -~ g g
:_10 Neutro 15 1 :_10 1 :—10 Neutro
0 0 0
o -10
umap_1 umap_1 umap_1 umap_1
Figure S1. Expression profiles of eight commonly expressed genes STAB2,
OIT3, F8, AQP1, TEK, TIMP3, TIE1, CTSL in DILI and NASH ECs populations
(A)-(B) for control vs DILI; (C)-(D) for control vs NASH,.
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Figure S2. Zonation browser window: Illustrating normalized expression
profiles of zonel, zone2 & zone 3 genes detected as LSECs and fibrosis-related
markers.
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Figure S3. Expression profile LSECs markers; (A) OIT3 and CLEC4G are
reported as hallmark genes expressed in LSECs and involved in fibrosis,
illustrating and confirmed here as strongly expressed (validated in HuBMAP
Azimuth liver reference cell dataset(left) and shown in zonation browser
window (right), (B) expression for same two genes are validated at
http://liveratlas-vilarinholab.med.yale.edu/ (C) zone2 expression tested for
other detected genes here (shown in zonation browser window) with mild-to-

medium expression in LSECs. .



