Supplementary Figure S1 Mismatch ditribution
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@ Northern Miscellaneous Central
Bunun  Bunun Bunun (Ko)
Tajima's D 0.30033 0.09499 -1.28111
Tajima's D p-value 0.703 0.627 0.086
SSD 0.03747 0.03155 0.01988
Model (SSD) p-value 0 0 0.05
Raggedness index 0.04037 0.05083 0.03742
Raggedness p-value 0 0 0
number of haplotypes 19 26 28
n (individuls) 89 94 50




