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Supplementary Figure S1. Dry-mass graph of a) p(HEMA) and b) Cys-graft-p(HEMA) nanopolymer
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Supplementary Figure S2. EDS Analysis Results of Cys-graft-p (HEMA) nanopolymers
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Supplementary Figure S3. D-L Cysteine FTIR Spectrum
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Supplementary Figure S4. p(HEMA\) ve Cys-graft-p(HEMA) FTIR Spectrum

Size (d.n.. % Intensity: St Dev (d.n... Size (d.n... % Intensity: St Dev (d.n...
Peak 1: 120,0 90,7 38,13 Z-Average (d.m): 1203 Peak 1: 10,5 86,3 36,43
Peak 2: 4457 93 8978 Pdl: 0,333 Peak 2: 3702 137 1233
Peak 3: 0,000 0,0 0,000 Intercept: 0,919 Peak 3: 0,000 0,0 0,000
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Supplementary Figure S5. p(HEMA) and Cys-graft-p(HEMA) Zeta Size Graph




Mean (mV) Area (%) St Dev (mV) Mean (mV) Area (%) St Dev (mV)
Zeta Potential (mV): -28,6 Peak 1: -286 100,0 412 Zeta Potential (mV): -51.9 Peak 1: -519 100,0 6,24
Zeta Deviation (mV): 4,12 Peak 2: 0,00 0,0 0,00 Zeta Deviation (mV): 6,24 Peak 2: 0,00 0,0 0,00
Conductivity (mS/em): 0,00544 Peak 3: 0,00 0,0 0,00 Conductivity (mS/cm): 0,00646 Peak 3: 0,00 0,0 0,00
Result quality Result quality
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Supplementary Figure S6. p(HEMA) and Cys-graft-p(HEMA) Zeta Potential Graph
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Supplementary Figure S7. Optimization of nanopolymer bonding time to gold electrode surface (Vnp: 5uL)
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Supplementary Figure S8. Optimization of nanopolymer volume on gold electrode surface (t.p: 90min)
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Supplementary Figure S9. Cys-graft p (HEMA) nanopolymer antimiR-155 probe binding time optimization (Vnp:
5uL, t np: 90 min, Cprob: SUM)
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Supplementary Figure S10. Cys-graft p (HEMA) nanopolymer antimiR-155 probe concentration optimization (Vnp:
SHL, t np: 90 m|n, tprob: 45m|n)
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Supplementary Figure S11. Cys-graft p(HEMA) nanopolymer miR-155 binding optimization with different
concentrations of antimiR-155 probe (Vnp: 5L, t np: 90 min, toron: 45mMin, Crir-155: SUM; tmir-1s5: 30min)
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Supplementary Figure S12. Hybridization Temperature Optimization of AntimiR-155 probe-bound Cys-graft
p(HEMA) Nanopolymer and miR-155 Interaction (Vnp: SpL, t np: 90 min, Cprob: SUM, torop: 45 Min, Cir-155: SUM, tmir-
155+ 30min )
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Supplementary Figure S13. Effect of EDC / NHS activation on probe binding on antimiR-155 probe-bound Cys-graft
p (HEMA) nanopolymer and miR-155 interaction (Vnp: 5L, t np: 90 min, Cpron: SUM, torob: 45 Min, Crir-155: SUM, tmir-
155. 30min)
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Supplementary Figure S14. Effect of EDC / NHS activation on miR-155 binding on antimiR-155 probe-bound Cys-
graft p (HEMA) nanopolymer and miR-155 interaction (Vnp: 5L, t np: 90 min, Cpron: SHM, tprob: 45 Min, Crir-155: SUM,
tmir-155. 30min)
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Supplementary Fig 15. CV analysis
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Supplementary Figure S16. antimiR-155 probe-bound Cys-graft p(HEMA) nanopolymer miR-155 determination

reproducibility graph (Vnp: SPL, t np: 90 min, Cpron: SUM, toren: 45 mMin, tmir-155: 30 min, Number of repetitions: 7)
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Supplementary Figure S17. Binding of anti-miR-155 on p(HEMA) and Cys-graft p(HEMA) nanopolymer (Vnp: SuL,
tnp: 90 min, Cprob: SMM, tprob: 45 min)
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Supplementary Figure S18. miR-155 specificity of antimiR-155 probe-bound p (HEMA) and Cys-graft p (HEMA)
nanopolymer (Vnp: SUL, t np: 90 min, Cpron: SUM, tprob: 45 Min, Crir-155: SUM, tmir -155: 30min)
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Supplementary Figure S19. Anti-miR-155 and miR-155 specificity of Cys-graft p (HEMA) nanopolymer (Vpp: 5uL, t
np: 90 Min, Cprob: SUM, toron: 45 mMin, Crir-1s5: BUM, tmir -155: 30min)
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Supplementary Figure S20. Storage stability of the miR-155 diagnosis of antimiR-155 probe-bound Cys-graft p
(HEMA) nanopolymer (Vnp: SUL, t np: 90 min, Cprob: SUM, toron: 45 mMin, Crir-1s5: SUM, tmir-155: 0, 5, 10, 20, 30, 60 days)
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Supplementary Figure S21. miR-155 binding assay prepared in blood serum to antimiR-155 probe-bound Cys-graft
p(HEMA) nanopolymer (Vnp: SUL, t np: 90 min, Cprob: SUM, toron: 45 Min, tmir-155: 30min)
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Supplementary Figure S22. Qbit miRNA Assay Calibration Chart



