
 

Supplementary Tables 

Table S1. Nucleotide BLAST summary. Results with F63 and R533 primers 

against proposed bacterial genera. 

Genre Species Strain 

Starting 
position 
(base 
number) 

Final 
position 
(base 
number) 

Amplified 
region (base 
pairs) 

Acidimicrobium ferrooxidans DSM 10332 39 490 451 

Acidiphilium 

acidophilum MS Silver 22 460 438 

angustum KLB 22 456 434 

cryptum DSM 2389/Lhet2 22 454 432 

multivorum AIU 301 42 474 432 

organovorum TFC 22 454 432 

Acidithiobacillus 

albertensis DSM 14366 29 509 480 

caldus KU 19 501 482 

ferridurans ATCC 33020 18 498 480 

ferriphilus M20 6 486 480 

ferrivorans NO 37 39 519 480 

ferrooxidans ATCC 23270 39 519 480 

thiooxidans ATCC 19377 14 494 480 

Acidobacterium capsulatum ATCC 51196 39 484 445 

Desulfurella 

acetivorans A63 43 543 500 

amilsii TR1 39 536 497 

kamshatkensis K 119 15 515 500 

multipotens RH 8 15 515 500 

propionica U 8 15 515 500 

Leptospirillum 
ferriphilum P3a 27 525 498 

ferrooxidans L15 19 517 498 

 

  



Table S2. Sequences obtained from the original and the adapted communities after 

cloning process 

T6-OC1 
TACGACTCACTATAGGGCGAATTGGGCCCGACGTCGCATGCTCCCGGCCGCCATGGCGG
CCGCGGGAATTCGATTCAGGCCTAACACATGCAAGTCGAACGGTAACAGGTCTTCGGAT
GCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGTCTTTTAGTGGGGGACAA
CCCAGGGAAACTTGGGCTAATACCGCATGAGCCCTGAGGGGGAAAGCGGGGGATCTTCG
GACCTCGCGCTAAGAGAGGAGCCTACGTCCGATTAGCTAGTTGGCGGGGTAAAGGCCCA
CCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACA
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTTCGCAATGGGGGCAACCCTG
ACGAAGCAATGCCGCGTGGATGAAGAAGGCCTTCGGGTTGTAAAGTCCTTTCGTGGAGG
ACGAAAAGGTGGGTTCTAATACAATCTGCTATTGACGTGAATCCAAGAAGAAGCACCGG
CTAACTCCGTGCCAGCAGCCGCGGTAATAATCACTAGTGAATTCGCGGCCGCCTGCAGG
TCGACCATATGGGAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATTCTATAGTGT
CACCTAAATAGCTTGGCGTAATCATG 

T6-OC2 
TTGGGCCCGACGTCGCATGCTCCCGGCCGCCATGGCGGCCGCGGGAATTCGATTCAGGC
CTAACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGTGGCGGACGGGT
GAGTAATGCGTAGGAATCTGTCTTTTAGTGGGGGACAACCCAGGGAAACTTGGGCTAAT
ACCGCATGAGCCCTGAGGGGGAAAGCGGGGGATCTTCGGACCTCGCGCTAAGAGAGGAG
CCTACGTCCGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCGGTAGCT
GGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG
GCAGCAGTGGGGAATTTTTCGCAATGGGGGCAACCCTGACGAAGCAATGCCGCGTGGAT
GAAGAAGGCCTTCGGGTTGTAAAGTCCTTTCGTGGAGGACGAAAAGGTGGGTTCTAATA
CAATCTGCTATTGACGTGAATCCAAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCG
CGGTAATAATCACTAGTGAATTCGCGGCCGCCTGCAGGTCGACCATATGGGAGAGCTCC
CAACGCGTTGGATGCATAGCTTGAGTATTCTATAGTGTCACCTAAATAGCTTGGCGTAA
TCATG 

T6-OC3 
TACGACTCACTATAGGGCGAATTGGGCCCGAACGTCGCATGCTCCCGGCCGCCATGGCG
GCCGCGGGAATTCGATTCAGGCCTAACACATGCAAGTCGAACGGTAACAGGTCTTCGGA
TGCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGTCTTTTAGTGGGGGACA
ACCCAGGGAAACTTGGGCTAATACCGCATGAGCCCTGAGGGGGAAAGCGGGGGATCTTC
GGACCTCGCGCTAAGAGAGGAGCCTACGTCCGATTAGCTAGTTGGCGGGGTAAAGGCCC
ACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGAC
ACGGCCCAGACTCCTAGGGGAGGCAGCAGTGGGGAATTTTTCGCAATGGGGGCAACCCT
GACGAAGCAATGCCGCGTGGATGAAGAAGGCCTCCGGGTTGTAGAGTCCTTTCGTGGAG
GACGAAAAGGTGGGTTCTAATACAATCTGCTATTGACGTGAATCCAAGAAGAAGCACCG
GCTAACTCCGTGCCAGCAGCCGCGGTAATAATCACTAGTGAATTCGCGGCCGCCTGCAG
GTCGACCATATGGGAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATTCTATAGTG
TCACCTAAATAGCT 

T6-OC4 
TACGACTCACTATAGGGCGATTGGGCCCGACGTCGCATGCTCCCGGCCGCCATGGCGGC
CGCGGGAATTCGATTCAGGCCTAACACATGCAAGTCGAACGGTAACAGGTCTTCGGATG
CTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGTCTTTTAGTGGGGGACAAC



CCAGGGAAACTTGGGCTAATACCGCATGAGCCCTGAGGGGGAAAGCGGGGGATCTTCGG
ACCTCGCGCTAAGAGAGGAGCCTACGTCCGATTAGCTAGTTGGCGGGGTAAAGGCCCAC
CAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACAC
GGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTTCGCAATGGGGGCAACCCTGA
CGAAGCAATGCCGCGTGGATGAAGAAGGCCTTCGGGTTGTAAAGTCCTTTCGTGGAGGA
CGAAAAGGTGGGTTCTAATACAATCTGCTATTGACGTGAATCCAAGAAGAAGCACCGGC
TAACTCCGTGCCAGCAGCCGCGGTAATAATCACTAGTGAATTCGCGGCCGCCTGCAGGT
CGACCATATGGGAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATTCTATAGTGTC
ACCTAAATAGCTTGGCGTAATCATG 

T6-OC5 
TACGACTCACTATAGGGCGAATTGGGCCCGACGTCGCATGCTCCCGGCCGCCATGGCGG
CCGCGGGAATTCGATTCAGGCCTAACACATGCAAGTCGAACGGTAACAGGTCTTCGGAT
GCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGTCTTTTAGTGGGGGACAA
CCCAGGGAAACTTGGGCTAATACCGCATGAGCCCTGAGGGGGAAAGCGGGGGATCTTCG
GACCTCGCGCTAAGAGAGGAGCCTACGTCCGATTAGCTAGTTGGCGGGGTAAAGGCCCA
CCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACA
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTTCGCAATGGGGGCAACCCTG
ACGAAGCAATGCCGCGTGGATGAAGAAGGCCTTCGGGTTGTAAAGTCCTTTCGTGGAGG
ACGAAAAGGTGGGTTCTAATACAATCTGCTATTGACGTGAATCCAAGAAGAAGCACCGG
CTAACTCCGTGCCAGCAGCCGCGGTAATAATCACTAGTGAATTCGCGGCCGCCTGCAGG
TCGACCATATGGGAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATTCTATAGTGT
CACCTAAATAGCTGGCGTAATCATG 

T6-OC6 
TACGACTCACTATAGGGCGAATTGGGCCCGACGTCGCATGCTCCCGGCCGCCATGGCGG
CCGCGGGAATTCGATTCAGGCCTAACACATGCAAGTCGAACGGTAACAGGTCTTCGGAT
GCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGTCTTTTAGTGGGGGACAA
CCCAGGGAAACTTGGGCTAATACCGCATGAGCCCTGAGGGGGAAAGCGGGGGATCTTCG
GACCTCGCGCTAAGAGAGGAGCCTACGTCCGATTAGCTAGTTGGCGGGGTAAAGGCCCA
CCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACA
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTTCGCAATGGGGGCAACCCTG
ACGAAGCAATGCCGCGTGGATGAAGAAGGCCTTCGGGTTGTAAAGTCCTTTCGTGGAGG
ACGAAAAGGTGGGTTCTAATACAATCTGCTATTGACGTGAATCCAAGAAGAAGCACCGG
CTAACTCCGTGCCAGCAGCCGCGGTAATAATCACTAGTGAATTCGCGGCCGCCTGCAGG
TCGACCATATGGGAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATTCTATAGTGT
CACCTAAATAGCTTGGCGTAATCATG 

T6-AC1 
GTAATACGACTCACTATAGGGCGAATTGGGCCCGACGTCGCATGCTCCCGGCCGCCATG
GCGGCCGCGGGAATTCGATTCAGGCCTAACACATGCAAGTCGAACGGTAACAGGTCTTC
GGATGCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGTCTTTTAGTGGGGG
ACAACCCAGGGAAACTTGGGCTAATACCGCATGAGCCCTGAGGGGGAAAGCGGGGGATC
TTCGGACCTCGCGCTAAGAGAGGAGCCTACGTCCGATTAGCTAGTTGGCGGGGTAAAGG
CCCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGA
GACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTTCGCAATGGGGGCAAC
CCTGACGAAGCAATGCCGCGTGGATGAAGAAGGCCTTCGGGTTGTAAAGTCCTTTCGTG
GAGGACGAAAAGGTGGGTTCTAATACAATCTGCTATTGACGTGAATCCAAGAAGAAGCA
CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAATCACTAGTGAATTCGCGGCCGCCTG



CAGGTCGACCATATGGGAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATTCTATA
GTGTCACCTAAATAGCTTGGCGTAATCATG 

T6-AC2 
ATTGTAATACGACTCACTATAGGGCGAATTGGGCCCGACGTCGCATGCTCCCGGCCGCC
ATGGCGGCCGCGGGAATTCGATTCAGGCCTAACACATGCAAGTCGAACGGTAACAGGTC
TTCGGATGCTGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGTCTTTTAGTGG
GGGACAACCCAGGGAAACTTGGGCTAATACCGCATGAGCCCTGAGGGGGGAAAGCGGGG
GATCTTCGGACCTCGCGCTAAGAGAGGAGCCTGCGTCCGATTAGCTAGTTGGCGGGGTA
AAGGCCCACCAAGGCGACGATCGGTAGCTGGTCTGAGAGGACAACCAGCCACACTGGGT
CTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTTCGCAATGGGGG
CAACCCTGACGAAGCAATGCCGCGTGGATGAAGAAGGCCTTCGGGTTGTAAAGTCCTTT
CGTGGAGGACGAAAAGGTGGGTTCTAATACAATCTGCTATTGACGTGAATCCAAGAAGA
AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAATCACTAGTGAATTCGCGGCCG
CCTGCAGGTCGACCATATGGGAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATTC
TATAGTGTCACCTAAATAGCTTGGCGTAATCATGGTCATAG 

T6-AC3 
CGACTCACTATAGGGCGAATTGGGCCCGACGTCGCATGCTCCCGGCCGCCATGGCGGCC
GCGGGAATTCGATTCAGGCCTAACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGC
TGACGAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTGTCTTTTAGTGGGGGACAACC
CAGGGAAACTTGGGCTAATACCGCATGAGCCCTGAGGGGGAAAGCGGGGGATCTTCGGA
CCTCGCGCTAAGAGAGGAGCCTACGTCCGATTAGCTAGTTGGCGGGGTAAAGGCCCACC
AAGGCGACGATCGGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACG
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTTCGCAATGGGGGCAACCCTGAC
GAAGCAATGCCGCGTGGATGAAGAAGGCCTTCGGGTTGTAAAGTCCTTTCGTGGAGGAC
GAAAAGGTGGGTTCTAATACAATCTGCTATTGACGTGAATCCAAGAAGAAGCACCGGCT
AACTCCGTGCCAGCAGCCGCGGTAATAATCACTAGTGAATTCGCGGCCGCCTGCAGGTC
GACCATATGGGAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATTCTTATAGTGTC
CAC 

T6-AC4 
ATGATTACGCCAAGCTATTTAGGTGACACTATAGAATACTCAAGCTATGCATCCAACGC
GTTGGGAGCTCTCCCATATGGTCGACCTGCAGGCGGCCGCGAATTCACTAGTGATTCAG
GCCTAACACATGCAAGTCGAACGGTAACAGGTCTTCGGATGCTGACGAGTGGCGGACGG
GTGAGTAATGCGTAGGAATCTGTCTTTTAGTGGGGGACAACCCAGGGAAACTTGGGCTA
ATACCGCATGAGCCCTGAGGGGGAAAGCGGGGGATCTTCGGACCTCGCGCTAAGAGAGG
AGCCTACGTCCGATTAGCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGATCGGTAG
CTGGTCTGAGAGGACGACCAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGG
AGGCAGCAGTGGGGAATTTTTCGCAATGGGGGCAACCCTGACGAAGCAATGCCGCGTGG
ATGAAGAAGGCCTTCGGGTTGTAAAGTCCTTTCGTGGAGGACGAAAAGGTGGGTTCTAA
TACAATCTGCTATTGACGTGAATCCAAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGC
CGCGGTAATAATCGAATTCCCGCGGCCGCCATGGCGGCCGGGAGCATGCGACGTCGGGC
CCAATTCGCCCTATAGTGAGTCG 
Blue: primers 63FW and 533RV (reverse-complement). Green: consensus amplified sequence. 
 
 

 


