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Table S1. Sequences of primers for PCR amplification and annealing temperature.

Gene Name Primer Primer Sequences (5'-3") Prn?l?;)&ze Telﬁ;::ﬂ:;g /oC
adk Forward ATTCTGCTTGGCGCTCCGGG 583 54
Reverse CCGTCAACTTTCGCGTATTT
Forward1 TCATCATCTGCACTTTCCGC
Reversel CCAGATCAGCGCGAACTTCA
fumC Forward TCACAGGTCGCCAGCGCTTC 806 54
Reverse GTACGCAGCGAAAAAGATTC
Reversel TCCCGGCAGATAAGCTGTGG
arB Forward TCGGCGACACGGATGACGGC 911 60
Reverse ATCAGGCCTTCACGCGCATC
Reversel GTCCATGTAGGCGTTCAGGG
icd Forward ATGGAAAGTAAAGTAGTTGTTCCGGCAC 878 54
Reverse GGACGCAGCAGGATCTGTT
mdh Forward ATGAAAGTCGCAGTCCTCGGCGCTGCTGGCGG 932 60
TTAACGAACTCCTGCCCCAGAGCGATATCTTTCT
Reverse T
Forward1 AGCGCGTTCTGTTCAAATGC
Reversel CAGGTTCAGAACTCTCTCTGT
purd Forward CGCGCTGATGAAAGAGATGA 816 54
Forward1 TCGGTAACGGTGTTGTGCTG
Reverse CATACGGTAAGCCACGCAGA
recA Forward CGCATTCGCTTTACCCTGACC 780 58
Reverse TCGTCGAAATCTACGGACCGGA
Forward1 ACCTTTGTAGCTGTACCACG
Reversel AGCGTGAAGGTAAAACCTGTG
chuAd Forward ATGGTACCGGACGAACCAAC 288 59
Reverse TGCCGCCAGTACCAAAGACA
yjaA Forward CAAACGTGAAGTGTCAGGAG 211 59
Reverse AATGCGTTCCTCAACCTGTG
TspE4.C2 Forward CACTATTCGTAAGGTCATCC 152 59
Reverse AGTTTATCGCTGCGGGTCGC
arpA Forward AACGCTATTCGCCAGCTTGC 400 59
Reverse TCTCCCCATACCGTACGCTA
ArpAgpE Forward GATTCCATCTTGTCAAAATATGCC 301 57
Reverse GAAAAGAAAAAGAATTCCCAAGAG
trpAgpC Forward AGTTTTATGCCCAGTGCGAG 219 59
Reverse TCTGCGCCGGTCACGCCC
trpBA Forward CGGCGATAAAGACATCTTCAC 489
Reverse GCAACGCGGCCTGGCGGAAG
blacrx-mgroup! Forward AAAAATCACTGCGCCAGTTC 415 52
Reverse AGCTTATTCATCGCCACGTT
Forward1 CGTCACGCTGTTGTTAGGAA 780 55
Reversel ACGGCTTTCTGCCTTAGGTT
blacrx-mgroup2 Forward CGACGCTACCCCTGCTATT 552 52
Reverse CCAGCGTCAGATTTTTCAGG
blacrx-mgroups Forward TCGCGTTAAGCGGATGATGC 666 52
Reverse AACCCACGATGTGGGTAGC
blacrx-mgroupy Forward CAAAGAGAGTGCAACGGATG 205 52
Reverse ATTGGAAAGCGTTCATCACC
Forward1 TATTGGGAGTTTGAGATGGT 932 50
Reversel TCCTTCAACTCAGCAAAAGT
blacrx-mgroup2s Forward GCACGATGACATTCGGG 327 52
Reverse AACCCACGATGTGGGTAGC
gyrd Forward CGACCTTGCGAGAGAAAT 625 58
Reverse GTTCCATCAGCCCTTCAA
parC Forward CGATTGCCGCCTGAGCCACTT 605 58
Reverse GCGAATAAGTTGAGGAATCAG
gnrd Forward ATTTCTCACGCCAGGATTTG 516 53
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