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Supplementary Figure S2. Comparison of pattern quantification results per glomerular basis.
annotated area @ 0.5 threshold ~ Green contour: total area  Black fill:  predicted area @ 0.5 threshold
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Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
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Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
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Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
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Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
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Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
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Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
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Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
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Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
predicted area @ 0.5 threshold

Red contour:

annotated area @ 0.5 threshold

Green contour:

total area  Black fill:



predicted area, %:
annotated area, %:
true label:

400 600

predicted label:
id: 056

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 057

00 1000

1000

0 200 200 600 1000

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 058

1000

0 200 400 600 1000

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 059

1000

] 200

200 600 1000

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 060

400

600

800

1000

400

€00

00

1000

200

400

00

a00

1000

200

00

600

800

1000

0

00

600

a0

1000

200 800

1000

200 @0 1000

200 400 00 800 1000

200 00 600 800 1000

200

1000

57.912 55.399 35.082 50.401 75.548
61.849 61.849 61.849 61.849 61.849
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold 5
50.383 40.835 9.799 37.371 60.070
63.101 63.101 63.101 63.101 63.101
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold5
w o a f\ w0 w0

50.408 41.348 1.458 26.855 40.324
58.198 58.198 58.198 58.198 58.198
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
Mesangioproliferative Mesangioproliferative Endocapillary Endocapillary Endocapillary
CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold5
19.409 29.464 19.403 27.415 34.525
41.693 41.693 41.693 41.693 41.693
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
Endocapillary Membranoproliferative ~ Membranoproliferative ~ Membranoproliferative ~ Endocapillary
CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold 5

200

200

600

800

1000

200

400

00

800

1000

200

400

00

800

1000

200

400

600

800

1000

0

200

a00

600

a0

1000

] 20

72.331
78.882
Endocapillary
Endocapillary
CV fold 1

400 600 800

1000

0 200

63.686
78.882
Endocapillary
Endocapillary
CV fold 2

400 600 @0 1000

0 200

26.306
78.882
Endocapillary
Endocapillary
CV fold 3

400 600 B0 1000

0 00

44.205
78.882
Endocapillary
Endocapillary
CV fold4

00 00 B0 1000

Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
predicted area @ 0.5 threshold

Red contour:

annotated area @ 0.5 threshold

Green contour:

total area  Black fill:

] 200

75.041
78.882
Endocapillary
Endocapillary
CV fold5

400 600

80

1000



predicted area, %:
annotated area, %:
true label:

400 600

predicted label:
id: 061

1000

0 200 200 00 1000

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 062

1000

0 200 200 600 1000

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 063

1000

0 200 400 600 1000

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 064

1000

] 200

200 600 1000

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 065

400

600

800

1000

400

€00

00

1000

200

400

00

a00

1000

200

00

600

800

1000

)

0

00

600

a0

1000

200 600 80 1000

200 @0 1000

200 400 00 800 1000

200 00 600 800 1000

200 00 600

800

1000

200

200

600

800

1000

200

200

600

£

1000

29.890 22,105 2.053 15.298 36.195
58.613 58.613 58.613 58.613 58.613
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
FSGS Mesangioproliferative FSGS FSGS Endocapillary
CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold 5
40.116 44.960 5.177 38.393 64.289
50.374 50.374 50.374 50.374 50.374
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold 5
29.425 34.592 7.495 19.764 32.079
51.694 51.694 51.694 51.694 51.694
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
Membranoproliferative ~ Membranoproliferative ~ Membranoproliferative =~ Membranoproliferative  Endocapillary
CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold5

400

600

800

1000

400

600

00

1000

L

200

400

600

a00

1000

200

00

600

800

1000

0

00

600

a0

1000

200 400 600 80 1000

600 @0 1000

200 400 00 800 1000

200 00 600 800 1000

1000

200

200

600

800

1000

46.264 43.607 23.553 29.143 66.650
45.824 45.824 45.824 45.824 45.824
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
Endocapillary Endocapillary Endocapillary Crescentic Endocapillary
CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold 5
73.258 61.052 11.497 37.195 85.885
75.289 75.289 75.289 75.289 75.289
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
Endocapillary Endocapillary Crescentic Endocapillary Endocapillary
CV fold 1 CV fold 2 CV fold 3 Cv fold 4 CV fold5

Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
annotated area @ 0.5 threshold

Red contour:

Green contour:

total area

Black fill:

predicted area @ 0.5 threshold



predicted area, %:
annotated area, %:
true label:

400 600

predicted label:
id: 066

1000

0 200 200 00 1000

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 067

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 068

600 1000

200

200

600

800

1000

0 200

400 600 800 1000

predicted area, %:
annotated area, %:
true label:
predicted label:

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 070

400

600

800

1000

400

€00

00

1000

200

400

00

a00

1000

200

00

600

800

1000

0

00

600

a0

1000

200 400 600 800

1000

200 400 600 0

1000

200 400 00 800

1000

200 00 600 800

1000

1000

200

200

600

800

1000

48.791 52.333 9.314 32.457 74.057
63.268 63.268 63.268 63.268 63.268
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
Endocapillary Endocapillary Endocapillary Endocapillary Endocapillary
CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold5
30.031 15.124 9.175 12.808 50.584
61.343 61.343 61.343 61.343 61.343

FSGS FSGS FSGS FSGS FSGS

FSGS FSGS FSGS FSGS FSGS

CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold5

200

200

600

£

1000

1000

1000

1000

0

0

a0

600

0

1000

0 00

1000

0 200

1000

0 00 400 00 800

1000

o 00 a00

1000

0 200

1000

400

600

800

1000

47.226 36.871 27513 29.201 60.333
70.985 70.985 70.985 70.985 70.985
FSGS FSGS FSGS FSGS FSGS
Hypertrophy Hypertrophy Hypertrophy Hypertrophy Hypertrophy
CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold5
22.246 29.197 14.731 26.024 37.497
25.841 25.841 25.841 25.841 25.841
FSGS FSGS FSGS FSGS FSGS
Hypertrophy Hypertrophy Hypertrophy Hypertrophy Hypertrophy
CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold 5

200

200

600

800

1000

200

400

00

800

1000

200

400

00

800

1000

200

400

600

800

1000

0

200

a00

600

a0

1000

] 20

46.594
40.862

FSGS
Endocapillary
CV fold 1

400 600 800

1000

0 200

33.831
40.862

FSGS
Endocapillary
CV fold 2

1000

0 200

19.082
40.862

FSGS
Endocapillary
CV fold 3

400 600 0

1000

0 00

30.270
40.862

FSGS
Endocapillary
CV fold4

00 00 00

Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
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Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
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Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
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annotated area @ 0.5 threshold

Red contour:

Green contour:

total area

Black fill:

] 200

29.123

57.719
Mesangioproliferative
Mesangioproliferative
CV fold5

400 600 B0 1000

predicted area @ 0.5 threshold



predicted area, %:
annotated area, %:
true label:

400 600

predicted label:
id: 146

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 147

200 00 1000

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 148

1000

0 200

400 600 1000

predicted area, %:
annotated area, %:
true label:
predicted label:

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 150

600

400

600

800

1000

400

€00

00

1000

200

400

00

a00

1000

200

00

600

800

1000

0

00

600

a0

1000

200

7.517

54.597
Mesangioproliferative
Mesangioproliferative
CV fold 1

400 600 80 1000

200

14.166

54.597
Mesangioproliferative
Mesangioproliferative
CV fold 2

400 600 @0 1000

200

6.961

54.597
Mesangioproliferative
Mesangioproliferative
CV fold 3

400 00 800 1000

200

12.087

54,597
Mesangioproliferative
Mesangioproliferative
CV fold 4

00 600 800

1000

200

15.367

54.597
Mesangioproliferative
Mesangioproliferative
CV fold5

00 600 80 1000

200

200

=

600

=
80

1000

200

400

00

800

1000

200

400

00

800

1000

200

400

600

800

1000

—

0

200

a00

600

a0

1000

[ 200

4.386

64.827
Mesangioproliferative
Mesangioproliferative

400 600 80 1000

) 200

13.758
64.827
Mesangioproliferative
Mesangioproliferative

200 600 @0 1000

o 200

0.028

64.827
Mesangioproliferative
Mesangioproliferative

400 600 B0 1000

o 200

11.491

64.827
Mesangioproliferative
FSGS

a00 00 0

1000

0 200

22.927
64.827
Mesangioproliferative
Mesangioproliferative

a00 600 @0 1000

CV fold1 CV fold 2 CV fold 3 Cv fold 4 CV fold5
10.975 13.476 0.901 4.214 15.363
53.596 53.596 53.596 53.596 53.596

Mesangioproliferative
Mesangioproliferative

Mesangioproliferative
Mesangioproliferative

Mesangioproliferative
Mesangioproliferative

Mesangioproliferative
FSGS

Mesangioproliferative
Mesangioproliferative

CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold 5
10.966 10.724 10.071 11.410 22377
54.841 54.841 54.841 54.841 54.841

Mesangioproliferative
Mesangioproliferative
CV fold 1

Mesangioproliferative
Mesangioproliferative
CV fold 2

Mesangioproliferative
Mesangioproliferative
CV fold 3

Mesangioproliferative
Mesangioproliferative
CV fold 4

Mesangioproliferative
Mesangioproliferative
CV fold 5

200

200

600

800

1000

200

400

00

800

1000

200

400

00

800

1000

200

400

600

800

1000

0

200

a00

600

a0

1000

] 20

18.173

63.699
Mesangioproliferative
Membranoproliferative
CV fold 1

400 600 80 1000

0 200

5.862

63.699
Mesangioproliferative
Membranoproliferative
CV fold 2

400 600 @0 1000

0 200

0.233

63.699
Mesangioproliferative
Membranoproliferative
CV fold 3

400 600 B0 1000

0 00

19.183
63.699
Mesangioproliferative

00 00 00

1000

Membranoproliferative

Cv fold 4

Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
predicted area @ 0.5 threshold

Red contour:

annotated area @ 0.5 threshold

Green contour:

total area

Black fill:

] 200

36.182

63.699
Mesangioproliferative
Membranoproliferative
CV fold5

400 600 B0 1000



predicted area, %:
annotated area, %:
true label:

200 400 600

predicted label:
id: 151

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 152

1000

0 200 200 600 1000

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 153

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 154

200 400 600 1000

1000

]

200 200 600 1000

predicted area, %:
annotated area, %:
true label:
predicted label:
id: 155

400

600

800

1000

400

€00

00

1000

200

400

00

a00

1000

800

1000

@

a0

1000

200

47.829

58.210
Mesangioproliferative
FSGS

CV fold 1

400 600 800

1000

200

16.704

58.210
Mesangioproliferative
Mesangioproliferative
CV fold 2

400 600 0

1000

200

1.445

58.210
Mesangioproliferative
FSGS

CV fold 3

400 00 800

1000

200

10.425

58.210
Mesangioproliferative
FSGS

CV fold 4

00 600 800

1000

200 80 1000

62.297

58.210
Mesangioproliferative
FSGS

CV fold 5

00 600

200

200

600

@)

800

1000

200

400

00

800

1000

200

400

00

800

1000

@)

200

400

600

800

1000

-,

0
200
a00
600

LB

a0

1000

[

13.627

43.151
Mesangioproliferative
FSGS

200 400 600 800

1000

)

17.738
43.151
Mesangioproliferative
Mesangioproliferative

200 200 600 a0

1000

o

9.896

43.151
Mesangioproliferative
Mesangioproliferative

200 400 600 00

1000

o

18.815

43.151
Mesangioproliferative
FSGS

200 a00 00 0

1000

0 @0 1000

19.962
43.151
Mesangioproliferative
Mesangioproliferative

200 a00 600

CV fold1 CV fold 2 CV fold 3 Cv fold 4 CV fold5
14.606 20.614 3.646 15.919 27.720
55.370 55.370 55.370 55.370 55.370

Mesangioproliferative
Mesangioproliferative

Mesangioproliferative
Mesangioproliferative

Mesangioproliferative
Mesangioproliferative

Mesangioproliferative
FSGS

Mesangioproliferative
Mesangioproliferative

CV fold 1 CV fold 2 CV fold 3 CV fold 4 CV fold 5
13.992 12.022 0.227 11.428 15.179
67.583 67.583 67.583 67.583 67.583

Mesangioproliferative
Mesangioproliferative
CV fold 1

Mesangioproliferative
Mesangioproliferative
CV fold 2

Mesangioproliferative
Mesangioproliferative
CV fold 3

Mesangioproliferative
Mesangioproliferative
CV fold 4

Mesangioproliferative
Mesangioproliferative
CV fold 5

200

200

600

800

1000

200

400

00

800

1000

200

400

00

800

1000

200

400

600

800

1000

E3

0

200

a00

600

a0

1000

]

17.331

47.738
Mesangioproliferative
Mesangioproliferative
CV fold 1

20 400 600 800

1000

0

20.221

47.738
Mesangioproliferative
Mesangioproliferative
CV fold 2

200 400 600 a0

1000

0

7.263

47.738
Mesangioproliferative
Mesangioproliferative
CV fold 3

200 400 600 0

1000

0

4.449

47.738
Mesangioproliferative
FSGS

CV fold4

00 00 00 00

Supplementary Figure S2 (continued). Comparison of pattern quantification results per glomerular basis.
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