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Figure S1. Detection results of InDel markers by PAGE gel electrophoresis.

a is the detection result of InDel79868743 marker in green-peel plants of F, population; b is the
detection result of InDel79868743 marker in white-peel plants of F, population. P1 represented
19141, P2 represented 19143, and F1 was 20183 F;. 9, 13, 44, 48, 52, 172, 218, 219, 102, 216 and

zﬁ“

252 were the code of part recombinant plants between marker InDel79868743 and marker

InDel80876526.
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Figure S2. SNP genotyping by PARMS technology.
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19141 AGC2ACTCGCTATACATCRAACCCATTCCT TR G ATACTCCGACCTGATCARALTACAGG
19143 AGC2ACTCGCTATACATCRACCCATTCCTTog¥w(¥: ATACTCCACCTCATCARARTACACG

Consensuagcaactcggtatagatcaagccattcctt g atactggacctgatgaaa tagagg

19141 CCTTAACEACACANRATGTAQETAGCCATHRTCCACGTTTGTHGTTCTGCTCTTTCATAT
19143 CCTTAACEACACAR2AATGTAGETAGCCATTCCACGTTTGTEEGTTCTGCTCTTTCATAT

Consensugcttaac agaca aatgtag tagccat tccaggtttgtg gttctgctctttcatat

19141 NN C TC2AATCAATATCT | QeCACCAGCATCACAAGCA NS eC
19143 S SPSICTCAATCAATATGT) FACACCAGCATCACAAGC AN eT

Consensus ctgaatgaatatgt tggct tgttac cagcagcatcagaagca tgg

19141 TCRRACATE TTTTCATAT2AATCTTCTRAACATTTCGCGCRARM2ZACATAGTACT22ATCTT
19143 TCRRACATETTTTCATAT2AATCTTCTRAACATTTCGCCRAAS2ZACATAGTACT22ATCTT

Consensutgaaagat ttttgatataaatcttctaacatttggggaaa aagatagtactaaatctt

19141 CACCATTTTEACTCTGTTCGCACOECAAGTTACATARZATETTCATATCATATTTCCATCT
19143 CACCATTTTEACTCTGTTCGCACCUCAAGTTACATARATE TTCATATCATATTTCCATCT
Consensugaccatttt agtctgttggcacc caagttagataaat ttcatatgatatttccatgt
19141 TCTACQKL ACGCGCTCTACTATINCACAGTTCTCCTACRATCAACTTCCATCTTCACATGTC
19143 TCTACEACGCGCTCTACTATENCACAGTTCTCCTACRATCAACTTCCATCTTCACATGTC
Consensutctac agggggtgtagtat cacagttgtgctacaatgaagttggatgttgacatgtc

19141 TTTCCCCTTRAACAATACTATTGCCTTTOeATTTCCANS: AF-A2ZATACH,; 2ATGCAT[EGCC
19143 TTTCCCCTTRAACAATACTATTGCCTTTOE ATTTCCANARAZATACANe2ATGCATRGCC

Consensutttccgcttaacaatagtattgcctttc atttccaa a aaataca aatgcat ggc

19141 GGC2ACTTTTGCCRRAGGRAACTARAGCHA ATGCCCTCATCCACRACCTACACATTCAG
19143 CGCRACTTTTGCCR2RACCRAACTEARACCAATCCCCTCATCCACRAACCTACACATTCAG

Consensuggcaacttttgccaaaggaagtg aaagga atggcctcatccacaacctagagattcag

19141 TAN2RAAGCACTTACTATCCTCATRAACCTATCATG C] QATATCATTCT2A
19143 TARRAAGCACTTACTATCCTCATRAAACCTATCAT( » QYTATCATTCT2A

Consensuta aaaggagttactatcctcataaacctatcatg cgttcc acc tatcattctaa c

19141 O COs ACGTCGTC2ATTTTCTRI TG TTCCTMeCCACCACOUAGTTCTCG I A
19143 CleCOMs ACGTCGTC2ATTTTGTMe TQe TTCCTRFICCACCACH AGTTCTCG G

Consensuat tc cc aggtggtcaattttgt tg ttggt ccaccagc agttgtcc aat

19141 CTTTACAAGTATGCCGTTCACCATACTATCTCGCA

19143 CTTTACAAGTATGCCGTTCACCATACTATCTCGCA

Consensugtttacaagtatggggttcaccatactatctggga
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Figure S3. Sequence difference between 19141 and 19143 amplified with P4 primer

combination.



600bp —»

2000bp
b  1000bp —

c | . ‘ I i‘ I‘ Ik
| | A IRl AL WAL

Figure S4. Amplification results of primer combination P3 and P5 for
SmAPRRZ2-Like gene in 20183 F, population.
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Figure S5. Amplification results of primer combination P3 and P5 for
SmAPRR2-Like gene in three special white fruit accessions (19142,
21260 and 21393).



