Supplemental Table S4. The identity of CCR protein sequences from peppers and CCRs from other plant species

AtCCRI(NP 001319013.1)\AtCCR2(AAG53687.1)\BoCCRI(XP 013611404.1)\BoCCR2(XP 013621398.1)/StCCRI(XP 006356249.1)/ StCCR2(XP 006342181.1)/SICCR ( NP 001234612.1)/
SI CCR2(NP_001234297.1)/HvCCRI1(XP_044948571.1)/HvCCR2((KAES8782947.1))/ ZmCCRI1(Zea mays) (NP_001105488.1)/ ZmCCR2(Zea mays) (NP_001105715)/ OsCCRI(Oryza sativa
Japonica) (XP_015621618.1)/ SbCCRI(Sorghum bicolor)( XP 021306123.1)/ SbCCR2(Sorghum bicolor) (XP _021312001.1)/ PvCCRIla(Panicum virgatum) (XP _039814571.1)/
PvCCR2a(Panicum virgatum) (ACZ74585.1)/ PtCCR2(Populus trichocarpa) ( XP 002300619.2)/ EugCCR(Eucalyptus gunnii) (CAA56103.1)/ PtCCR(Pinus taeda)( AAL47684.1)

At At Bo Bo St St Hv Hv Zm Zm Os Os Sb Sb Pv Pv Pt Egu Pt
CCRI | CCR2 | CCRI | CCR2 | CCRI | CCR2 | CCRI | CCR2 | CCRI | CCR2 | CCRI | CCR2 | CCRI | CCR2 | CCRIa | CCR2a | CCR2 | CCR | CCR
CaCCRI-1 40.3 | 5.0 713 |40.2 |53 412 | 60.6 |57 371 [40.6 |42.7 |368 [37.6 |452 | 384 36.0 40.7 | 43.3 | 46.7
CaCCRI1-2 251 | 234 |20.0 |23.2 |26.0 |219 |20.2 |43.6 |23.7 |23.7 |193 174 218 |16.6 | 22.7 19.7 25.1 | 26.0 | 26.5

CaCCRI1-likel 753 | 740 [459 |743 |90.1 |44.7 |40.2 | 253 |625 |664 |451 [37.9 |429 |32.2 |64.6 55.3 44.3 | 81.1 | 70.1

CaCCRI1-like2 73.8 |[73.7 | 453 | 746 |874 |43.5 |41.0 | 256 |61.7 | 655 |445 [37.1 |426 |32.0 | 64.6 54.5 43.4 | 80.2 | 69.2

CaCCR1-like3 459 451 |46.2 |453 [47.2 422 |429 [234 403 [41.1 |68.0 |349 |40.7 |343 |41.6 37.9 38.5 | 45.5 | 46.8

CaCCRI-like4 479 (447 |48.0 |448 [472 |425 |438 |[20.1 416 |[428 |671 |33.0 |39.0 |33.7 |43.0 37.3 38.1 |46.7 |47.2

CaCCR1-like5 156 | 165 139 |157 [147 |16.0 |152 |10.6 |129 |143 |18.6 | 129 |14.0 |12.7 |13.1 12.5 16,5 | 15.1 | 151

CaCCRI-like6 394 389 |382 |385 417 |405 |36.7 | 211 [343 |357 |506 |[308 |36.1 |314 | 352 32.0 40.0 | 39.2 | 41.0

CaCCR1-like7 429 1409 412 405 [434 |421 |40.1 [21.7 |380 |389 |555 [334 [414 |33.2 | 39.0 33.7 42.1 | 41.8 | 43.6

CaCCR1-like8 8.4 8.7 10.2 | 8.5 8.4 175 (112 |78 9.7 8.5 10.1 [ 7.5 7.9 9.3 9.6 7.0 125 | 9.5 | 10.8

CaCCR1-like9 246 | 240 | 259 |240 |[274 | 251 |261 |259 |27.0 | 244 |245 |19.7 |244 |20.2 |275 21.5 24.2 | 28.2 | 29.1

CaCCRI-likel0A | 266 |26.2 |275 |27.1 |28.0 |285 |277 |251 |266 |259 |234 |226 [245 |239 | 26.6 23.5 285 [28.1 318

CaCCRI-likelOB | 26.6 | 26.0 | 275 |27.1 |27.8 |285 |27.7 |254 |266 |257 |234 |22.0 [245 |22.7 |26.6 23.3 285 [28.1 315

CaCCR2-1 373 |385 |503 |386 [418 |38.0 |49.7 |21.8 |[36.0 |[386 |39.8 [325 |390 |40.0 |38.0 33.1 38.3 [41.0 | 41.0

CaCCR2-2 724 | 718 450 |729 |952 |453 [40.1 [248 |62.0 |658 |46.2 |36.7 [429 |31.6 |65.1 54.8 43.6 | 81.6 | 69.6

CaCCR2-likel 414 |404 [43.1 405 [456 |90.0 |39.7 [240 |415 |[43.1 |38.6 |47.7 |50.5 |323 |42.0 36.8 68.9 |44.0 | 45.6

CaCCR2-like2 284 |28.1 |295 |279 [308 |299 |31.0 |277 |278 |278 |257 |241 |259 |255 |27.7 22.6 28.1 | 313|327

CaCCR2-like3 70.1 |71.8 |43.1 |739 |823 |(434 |37.1 |239 |593 |653 |[452 |355 |41.3 |32.0 |61.8 54.8 42.0 | 76.3 | 66.2

CaCCR2-like4 21.8 [21.1 [ 217 |21.2 |249 |223 [222 |221 |229 [203 |20.2 |170 |19.0 |[159 | 23.3 19.3 20.9 [ 25.1 | 25.2

CaDFR-1 325 |314 |30.7 |314 [335 |322 |306 |20.2 [323 |[323 |293 |[256 |287 |244 | 326 28.9 28.7 |35.1 ] 33.0
CaDFR-like 239 259 |214 |260 |[251 |21.0 |235 |386 [23.6 |[240 |203 |[20.5 |221 |19.2 | 249 19.1 23.3 [ 249 | 254
CbCCRI1-1 68.7 |70.9 425 |73.0 |81.7 |431 |371 |[23.2 |596 |645 |455 |350 |40.7 |32.0 |61.3 54.2 42.0 | 76.0 | 66.2
CbCCR1-2 479 (447 |48.0 1448 [472 |425 | 446 |[20.1 |416 |428 |668 |33.0 |39.0 |33.7 |43.2 37.9 38.1 | 46.7 | 47.2
CbCCR1-3 459 |45.1 |46.5 |453 [475 |422 |43.8 |[228 |406 |[41.1 |683 |346 |40.7 |349 |419 55.0 38.5 |45.2 |47.1
CbCCR2-1 72.7 | 718 |450 [729 |955 |453 |404 | 248 |62.0 | 658 |465 |36.7 |428 |32.1 |65.1 55.6 43.6 | 81.9 | 70.0

CbCCR2-2 75.6 | 73.7 |46.2 [ 749 [90.7 |45.0 |40.2 | 244 |63.7 |66.7 |457 [38.2 |426 |32.2 |651 55.6 44.3 | 82.0 | 70.1




CbCCR2-3 63.0 |619 |385 |627 |73.6 |368 |343 |[254 |558 |57.7 |385 |314 |36.1 |27.6 |58.0 46.9 36.3 | 68.0 | 594
CbDFR-1 131 126 |113 |113 |[144 |[136 |133 |126 |124 128 |11.7 |114 |119 |[13.1 | 13.0 12.8 140 | 13.1 | 11.8
CbDFR-2 327 |314 |304 |30.7 |[335 |322 |303 |200 [326 |323 |293 [256 |287 |242 | 326 28.9 28.7 |34.0 | 33.0
CcCCRI1-1 459 |45.1 [46.2 | 453 [472 |422 |435 [228 |403 [411 |68.0 |349 |40.7 |343 |416 37.9 38.5 | 455 | 46.8
CcCCR1-2 479 (447 |48.0 1448 [472 |425 | 446 |[20.1 |416 |[428 |671 |33.0 |39.0 |33.7 |43.2 37.3 38.1 | 46.7 | 47.2
CcCCR1-3 690 |70.9 [43.1 |73.0 |81.7 |440 |37.7 |[23.7 |588 |647 |444 |353 |40.7 |32.0 |61.0 54.5 42.0 | 75.7 | 65.9
CcCCR1-4 385 |36.6 |235 |371 (472 |233 |21.1 |139 [346 [34.1 |248 |19.2 |22.0 |16.9 | 352 29.9 224 [41.6 | 364
CcCCR2-1 75.9 | 743 |46.2 | 752 |[904 |44.7 |40.2 | 256 |62.8 | 664 |46.0 |37.9 |426 |31.7 |651 55.3 44.0 | 81.7 ] 70.1
CcCCR2-2 741 |74.0 [456 |749 |87.7 1435 |413 [244 |615 |658 |451 [37.1 |42.6 |32.2 | 64.8 55.6 43.4 | 80.5 | 68.9
CcDFR-1 8.4 9.3 98 9.4 8.1 7.8 6.7 4.3 8.4 7.9 119 ]8.0 9.1 5.5 8.5 7.6 8.5 7.7 177

CcDFR-2 322 309 |304 |304 [327 |322 |30.0 |20.2 [333 [333 |29.1 [256 |29.0 |244 |344 29.2 28.7 |35.1 | 33.8
CcDFR-3 6.1 7.2 6.2 7.9 5.7 7.5 6.4 4.0 6.0 6.2 6.3 4.6 4.8 5.8 6.0 4.6 7.2 6.6 | 6.5




