PGSCO003DMT400078201
PGSCO003DMT400078006
PGSCO003DMT400078007

PGSCO003DMT400078201
PGSCO003DMT400078006
PGSCO003DMT400078007

PGSCO003DMT400078201
PGSCO003DMT400078006
PGSCO003DMT400078007

PGSCO003DMT400078201
PGSCO003DMT400078006
PGSCO003DMT400078007

PGSCO003DMT400078201
PGSCO003DMT400078006
PGSCO003DMT400078007

PGSCO003DMT400078201
PGSCO003DMT400078006
PGSCO003DMT400078007

PGSCO003DMT400078201
PGSCO003DMT400078006
PGSCO003DMT400078007

PGSCO003DMT400078201
PGSCO003DMT400078006
PGSCO003DMT400078007

PGSCO003DMT400078201
PGSCO003DMT400078006
PGSCO003DMT400078007

PGSCO003DMT400078201
PGSCO003DMT400078006
PGSCO003DMT400078007

PGSCO003DMT400078201 ..
PGSCO003DMT400078006 . . . AATATGCAAATATTAGTCCTTTGATTCTGTTCCAATTC . .. ...
PGSCO003DMT400078007 684 C . C. e e e e e e e

PGSCOO0IOMT400070986
XM_006361313.2

PGSCO003DMT400070986
XM_0063613132 102

PGSCOO03DMT400070986 137
XM 0063613132 203

POSCOOUIOMTA00070986 238
XM_006361313.2 304

PGSCO003DMT400070986 339
XM 0063613132 405

PGSCRO03OMT400070986
XM_0063613132 506

PGSCOODIDMT4G0070986 541
XM_0063613132 607

PGSCO003DMTA00070986 642
XM 0063613132 708

PCSCO00IDMT400070986 743
XM_006361313.2 809

POSCOODIOMT00G70986
XM_0063613132 910

g
®

£

PGSCRO03DMT4G0070986
XM_006361313.2

PESCOONIDMT00070986
XM_006361313.2

PCSCOOOIOMTEG0070986
XM_0063613132

PGSCO003DMT4G0070986
XM_0063613132

PCSCAO0IDMT00070986
XM_006361313.2

PCSCOONIOM T400070986
XM_0063613132

PGSCOO03DMT480070986
XM_006361313.2

PCSCAO0IDMT00070986
XM_006361313.2

PCSCOONZOM T400070986
XM_0063613132

PGSCH003DMTAG0070956
XM_0063613132

PCSCAOOIDMTE0070986
XM_006361313.2

PCSCOO03DMT400070986 1004
XM 0063613132 2122

PGSCE003DMT4G0070986 1010 . . . . . . . B o S PP . ... ATCTGG. .. .. .
XM_D0D6361313.2 2223

PCSCOO0IDMTA00070986 1016 . . o . oo .. ETTCA. .. ATE. L TERE. L
XM_0063613132 2324

PCSCOO0IDMT400070986 1028
XM_0063613132 2425

PCSCOO03DMTAGO070986 . . .. .. .

XM_0063613132 2526 TTGTCAACAAAAGTACTCTCAAATCGAGTAATAGCCAAATCAATTGECCAGT

Figure S1. The alignments of (A) StHSP17.6 and (B) StHSP70-2 nucleotide sequences.
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