Supplementary Materials: Mango Endophyte and Epiphyte Microbiome Composition
during Fruit Development and Post-harvest Stages
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Figure S1. Taxonomic abundance of pathogenic fungal species at the preharvest (A) and postharvest stages (B) on the fructoplane, stem-end pulp and fruit stems of cv.
Tommy Atkins mangoes. FP, fructoplane; SEP, stem-end pulp; S, fruit stem.



