Supplementary Materials

Table S1. Ingredients of modified MR (N-free MR) agar medium.

Ingredients Amount (L)
KzHPOx 0.8g
KH2PO4 0.2¢g

NaCl 0.1g
Na:MoOs-2H20 0.025g
Fe(III)-EDTA 0.012g
yeast extract 0.1g
sucrose 0.5¢
mannitol 0.3g
malic acid 0.13g
MgSO+7H20 0.2¢g
CaCl2:2H20 0.044g
p-aminobenzoic acid 10ug
biotin Sug
agar 20g
pH 6.8

NH4NO:s (0.1g/L) was added for N-plus MR medium.

Table S2. PCR ingredients for amplification of 165 rRNA and nifH genes.

) Amount (uL)

Ingredients 165 TRNA niffl

Reaction buffer(10X) (BIONEER) 1.0 1.0
dNTPs mixture (2.5mM) (BIONEER) 0.2 0.25

forward primer (12.5uM) @ 0.4 0.4

reverse primer (12.5uM) 2 0.4 0.4

Taq DNA polymerase (BIONEER) 0.1 0.5

DNA template/Culture 0.5 b

MilliQ water 7.4 7.45

Total 10 10

afD1 and rP2 (Weisburg et al. 1991) and PolF and PolR (Poly et al., 2001) for 16S rRNA and nifH genes,
respectively.? A small amount of culture was directly used as template.

Table S3. Closest relatives of endophytic bacterial strains from two cultivars of sweet potato
inoculated with and without PGPR, OYK, using modified MR medium supplemented with and
without nitrogen source.

Strain @ Closest relative Acc. No. Id. (%) Class
AO-N(+) 3 Acinetobacter sp. BRIO61 KC715854 100 Flavobacteriia
AO-N(+) 5 Chryseobacterium daecheongense PICdvs KF015228 100 Flavobacteriia
AO-N(+) 6 Chryseobacterium daecheongense PICdvs KF015228 100 Flavobacteriia
AO-N() 7 Pseudoxanthomonas mexicana YU23S MCC3122  MHO021678 97 Gammapr:te"bade“
AO-N(+) 9 Acinetobacter sp. BRIO61 KC715854 100 Flavobacteriia
AO-N(+) 10 Acinetobacter sp. BRIO61 KC715854 100 Flavobacteriia
AO-N(+) 12 Sphingobacterium mucilaginosum THG-SQA8  KM598234 99 Sphingobacteriia
AO-N(+) 14 Sphingobacterium siyangense 91 K(C329836 99 Sphingobacteriia
AO-N(+) 20 Sphingomonas sp. M37-VN10-2W AB299579 96 Alphaproteobacteria
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2 Endophytic s were isolated from sweet potato cultivars, Beniazuma (A) and Beniharuka (H). Sweet potato
seedings were inoculated with OYK (O) as PGPR, and with distilled water as control (C). The modified MR agar
medium was used for isolation with supplement of nitrogen (N(+)) and without nitrogen (N(-)) source.
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Figure S1. Phylogenetic tree of endophytes of sweet potato cultivars, Beniazuma (A) and Beniharuka
(H), inoculated with PGPR, OYK compared with control, using modified MR medium supplemented
with and without nitrogen source based on partial 16S rRNA gene sequences. The sequence of
Methanobacterium thermoautotrophicum (AB020530) served as an outgroup. The scale bar indicates the

number of substitutions per site.
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Figure S2. Relative genus composition of endophytes of sweet potato cultivars, Beniazuma (A) and
Beniharuka (H), inoculated with PGPR, OYK compared with control, using modified MR medium
supplemented with and without nitrogen source.
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