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Table S1. Data of the NMR spectra for (+)-Macrosphelide A (1). 

Carbon number 1H NMR, δ, ppm 13C NMR, δ, ppm 

1 - 170.10 

2 2.56 (br s, 1H) 

2.55 (br s, 1H) 

40.86 

3 5.35-5.25 (m, 1H) 67.75 

   

5 - 165.05 

6 5.95 (dd, 3JH-H 15.7, 4JH-H 1.4 Hz, 1H) 122.43 

7 6.84 (dd, 3JH-H 15.7, 9.5 Hz, 1H) 145.87 

8 4.16-4.12 (m, 1H) 74.09 

9 4.94-4.85 (m, 1H) 74.35 

   

11 - 165.74 

12 5.98 (dd, 3JH-H 15.6, 4JH-H 1.4 Hz, 1H) 121.99 

13 6.82 (dd, 3JH-H 15.6, 9.2 Hz, 1H) 146.54 

14 4.08-4.03 (m, 1H) 72.72 

15 4.84-4.76 (m, 1H) 73.43 

   

Me-3 1.28 (d, 3JH-H 6.5 Hz, 3H) 19.52 

Me-9 1.38 (d, 3JH-H 6.5 Hz, 3H) 17.75 

Me-15 1.31 (d, 3JH-H 6.5 Hz, 3H) 17.60 

   

OH 3.80 (br s, 1H)  

OH 3.94 (br s, 1H)  



 

S6 

 

NMR Spectral Data for the Compounds 
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Figure S2. 1H NMR Spectrum of (+)-Macrosphelide A (1) (CDCl3, RT). 
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Figure S3. 13C NMR Spectrum of (+)-Macrosphelide A (1) (CDCl3, RT). 
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Figure S4. 13C APT NMR Spectrum of (+)-Macrosphelide A (1) (CDCl3, RT). 
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Figure S5. 1H-1H COSY NMR Spectrum of (+)-Macrosphelide A (1) (CDCl3, RT). 
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Figure S6. HSQC NMR spectrum of (+)-Macrosphelide A (1) (CDCl3, RT). 
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Figure S7. HMQC NMR Spectrum of (+)-Macrosphelide A (1) (CDCl3, RT). 
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Figure S8. HMBC NMR spectrum of (+)-Macrosphelide A (1) (CDCl3, RT). 
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Figure S9. NOESY NMR spectrum of (+)-Macrosphelide A (1) (CDCl3, RT). 
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Table S2. Data of the NMR spectra for (+)-Macrosphelide B (2). 

 

Carbon number 1H NMR, δ, ppm 13C NMR, δ, ppm 

1 - 170.33 

2 2.81 (dd, 2JH-H 16.2, 3JH-H 11.2 Hz, 1H) 

2.61 (dd, 2JH-H 16.2, 2JH-H 2.3 Hz, 1H) 

40.59 

3 5.47-5.40 (m, 1H) 67.70 

   

5 - 164.23 

6 6.07 (dd, 3JH-H 15.8, 4JH-H 2.0 Hz, 1H) 122.50 

7 6.90 (dd, 3JH-H 15.8, 3.8 Hz, 1H) 144.37 

8 4.32-4.28 (m, 1H) 74.73 

9 5.08-5.01 (m, 2H) * 75.75 

   

11 - 165.30 

12 7.01 (d, 3JH-H 15.7 Hz, 1H) 132.05 

13 6.72 (d, 3JH-H 15.7 Hz, 1H) 132.54 

14 - 196.19 

15 5.08-5.01 (m, 2H) * 76.71 

   

Me-3 1.34 (d, 3JH-H 6.4 Hz, 3H) 19.77 

Me-9 1.48 (d, 3JH-H 6.8 Hz, 3H) 17.88 

Me-15 1.42 (d, 3JH-H 7.8 Hz, 3H) 16.04 

   

OH-3 1.23 (br s, 1H)  

* protons H-9 and H-15 are overlapped 
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Figure S10. 1H NMR Spectrum of (+)-Macrosphelide B (2) (CDCl3, RT). 
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Figure S11. 13C NMR Spectrum of (+)-Macrosphelide B (2) (CDCl3, RT). 
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Figure S12. 13C APT NMR Spectrum of (+)-Macrosphelide B (2) (CDCl3, RT). 
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Figure S13. HSQC NMR Spectrum of (+)-Macrosphelide B (2) (CDCl3, RT). 
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Figure S14. HMBC NMR Spectrum of (+)-Macrosphelide B (2) (CDCl3, RT). 
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Additional data on genome analysis 

 

 

Figure S15. Identified secondary metabolites regions in the genome of the strain F-4518. 
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Figure S16. Identified secondary metabolites regions in the genome of the strain F-4519. 


