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Figure S1. Shannon dilution curve of bacterial OTU levels in fermented grains samples.
Note: the abscissa represents the amount of sequencing data randomly sampled,the ordinate
represents the Shannon index.
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Figure S2. Bacterial community composition of fermented grains samples. (A) Class level
(B)Order level (C)Family level
Note:Relative abundances given in the figure were based on mean three replicates.



