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Figure S1. Correlation of MRM measurements over different dilutions of the enzyme preparation logarithmically plotted. Given fungal enzyme preparation was added in different dilutions to
biogas reactor content and incubated for 24 hours. Peak areas for all measured factors of seven peptides (A-G) are shown with their limits of detection (LoD) and limit of quantification (LoQ).

Correlation coefficients are shown in each graph, respectively.
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Figure S2. Correlation of SWATH-MS measurements over different dilutions of the enzyme preparation logarithmically plotted. Given fungal enzyme preparation was added in different dilutions
to biogas reactor content and incubated for 24 hours. Peak areas for all measured factors of seven peptides (A-G) are shown with their limits of detection (LoD) and limit of quantification (LoQ).

Correlation coefficients are shown in each graph, respectively.






