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Table S1. ncRNA databases.

Databases Description Website Refs.
LncRNADisease tk.le experimer}ta.lly supported IncRNA- http://www.cuilab.cn/Incrnadisease [1]
disease association data
Lnc2Cancer [e:;f Vevzemnelr;t:élgZu;}lloafizzsz;felfns http://www.bio-bigdata.com/Inc2cancer/ [2]
CaSNP ?ncfgfrf;teiginfigriCSOIEIE’C;(;ralyocfiaCtl:A http://cistrome.dfci.harvard.edu/CaSNP/ [3]
exploring miRNA-mRNA and miRNA-
StarBase v2.0 ncRNA interaction maps from Argonaute  http://starbase.sysu.edu.cn/ [4]
and other RBP CLIP-Seq data
decoding the transcriptional regulatory
ChIPBase v2.0 Eifﬁisaii I;iigﬁsC:;EIl;g;nz:};:im http://rma.sysu.edu.cn/chipbase/ [5]
ChIP-seq data
Deeply Exploit Small RNAs, Long non-
deepBase v2.0  coding RNAs and Circular RNAs from Deep http://rna.sysu.edu.cn/deepBase/ [6]
Sequencing Data
IncRNAtor ;iz-ﬁgzzziizT;s;ﬁiﬁisg;f;%ﬁszzal http://Incrnator.ewha.ac.kr/index.htm [7]
TANRIC An In.teractive Open ?latform to Explore the http://bioinforr.natics.mdanderson.org/main/T (8]
Function of IncRNAs in Cancer ANRIC:Overview
DASHR database of small human noncoding RNAs  http://lisanwanglab.org/DASHR [9]
IncRNAdb v2.0 isifcfz:; E;;Zzase forlong http://www.Incrnadb.org/ [10]
NPInter v3.0 noncoding RN A-associated interactions http://www.bioinfo.org/NPInter/ [11]
miRCancer a microRNA-cancer association database http://mircancer.ecu.edu/ [12]
a manually curated database for microRNA
miR2Disease  deregulation in human http://www.miR2Disease.org [13]
disease
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