Aspergillus_calidoustus_NmrZ [CENE0345.1] TIZWV. AN LIz VASEVE. . HEVRACVHSLEGLIADRLCATENVTILIQGELLN. . 1
Aspergillus_lentulus_NmrRk [XP 033411412.1] TIZWV. ANE LTz VASEVE. . HEVIRAQTHSLEGI IRERLOGLENVILEQGELLN. . 1
Aspergillus mulundensis NmrlZ [XP 026608239.1] TIZWV. ANE LI VALEVE. . HEVIRACVHSLEGLIARRLCDIENVTLEQGELLN. . 1
Aspergillus_nidulans_NmrA [RAC39442.1] CIBNW ANE LI VALEVE. . HEVIRACVHSLEGLIAERLCATENVTLEQGELLN. . 55
Fusarium fujikuroi NmrA [CAATSE63.1_] .LEVI AN FI:VATEVE. . YEVIRACLRNLCEVVAMIV SGNENVIVEVEELYTRH 56
Heurospora crassa_ORT744 NMRR [XP_961314.3] ceeeas ANEFIzVATEVE. . FEVIZAQMRNLECVVATRV STHENVIVLOGELYTEE 52
Ganoderma lucidum NMEL SVENC GEE VAL LLCHECEYRTEVITRNECSPAS(RLARLGAEVVERDLTIE. . 57
Consensus agg 3 ¢ r e
Aspergillus_calidoustus_NmrZ [CENE0345.1] ceeeseaeanananansnasa.. HVELMDTIRCGANIRFINTISC IRIEE 82
Aspergillus_lentulus_NmrRk [XP 033411412.1] .. .HTZLMDTICGANLAFINTISC 3VETIER 82
Aspergillus mulundensis NmrlZ [XP 026608239.1] . . .HVELMDTIREGANLAFINTISC IRI[EE 92
Aspergillus_nidulans_NmrA [RAC39442.1] Ce e cesesenna. . HVELMDTIREGRHLAFINTISC IRIER a1
Fusarium fujikuroi NmrA [CAATSE63.1_] CPSERNR... TEHGELACVCVHYCLIASIREGACLAFINTT. F CIER 111
Heurospora crassa_ORT744 NMRR [XP_961314.3] TPRESCEGCCVLVIEKNGEISGICVHCALISEIRRGACLARINTT. F ERI[EM 111
Ganoderma lucidum NMEL ceceneneanaaaneasa SEVABALRGCWCMYCVINEYDSEICST ECOER 498
Consensus £ ge g
Aspergillus_calidoustus_NmrZ [CENE0345.1] EEEAGTITHYT EDHSLYG. .. .ov e e .. L JEYEVE. . ... (OWREREIRE. 131
Aspergillus_lentulus_NmrRk [XP 033411412.1] EREAGTICHYT VHG........ .. ... PWEVE.. ... .LHAERFIQE 131
Aspergillus mulundensis NmrlZ [XP 026608239.1] EREAGTICHYT EDHSLYG. ... .. PHEIVE.. ... . MHRERFIGE 131
Aspergillus_nidulans_NmrA [RAC39442.1] EEEAGTICHYT EDHSLYG ..PWIIVE.. ... . MHRERFIEE 130
Fusarium fujikuroi NmrA [CAATSE63.1_] EEEAG . IQTYV EDHGRYNE CEWESIE. . ... . LHAMSHERE 150
Heurospora crassa_ORT744 NMRR [XP_961314.3] EEEAG . VOHYV EDHHAYNE cesv-...DWISLE.. ... .LHRSEHEEE 150
Ganoderma lucidum NMEL ELENA . VQCEWV 35 SRHISGGREVSRIYEGRAFIVOESTRGDALRARCEGEYHED 157
Consensus a 3 P k v v
Aspergillus_calidoustus_NmrZ [CENE0345.1] IRCLG I¥NMFTSIFYELFCMEIMFDGSFEWHAPFDEDIFLEWLOAER. [W 180
Aspergillus_lentulus_NmrRk [XP 033411412.1] IRCLG I¥NMFTSIFYELFCMEIMFDGSFEWHAPFDELDT FELEWLOAER. [W 180
Aspergillus mulundensis NmrlZ [XP 026608239.1] VROLG I¥NMFTSIFYELFCMEIMFDGTFEWHAPFDEDIFLEWLOAER. [W 180
Aspergillus_nidulans_NmrA [RAC39442.1] VROLG I¥NMFTISIFYELFCMEIMFDGTFEWHAPFDEDIFLEWLOAER. [W 1838
Fusarium fujikuroi NmrA [CAATSE63.1_] VRELR IY¥NMFTSICYELECMOLORDGSFEWCAPFHEDARLEWLOAER. IV 2098
Heurospora crassa_ORT744 NMRR [XP_961314.3] VEEIG B = =5 18
Ganoderma lucidum NMEL IRERG HEYENMVFRSHMEYNPOIDEVEFHQPIIKET TQLAMLYVOEDLSEW 217
Consensus ptfivag n

Aspergillus_calidoustus_NmrZ [CENE0345.1] GPALLCIFEDGECEWNGHRIALTFETLSEV(VCHAFSRALNREVERIV 237
Aspergillus_lentulus_NmrRk [XP 033411412.1] GPALLCIFRDGPEEWHGHRIALTFETLSENCVCAAFSRALNRECRYV 237
Aspergillus mulundensis NmrlZ [XP 026608239.1] GPALLCIFEDGECEWNGHRIALTFETLSEECVCRAAFSRALNREVERIV 237
Aspergillus_nidulans_NmrA [RAC39442.1] GPALLCIFEDGECEWNGHRIALTFETLSEV(VCRAFSRALNLEVIIV 236
Fusarium fujikuroi NmrA [CAATSE63.1_] GPAVLOIFRDGESEWNGERIALAYEYLTEKEVCRLESKEVGREVEAV 256
Heurospora crassa_ORT744 NMRR [XP_961314.3] St ea s aaaaaaaaasaaaaeaea s e 18
Ganoderma lucidum NMEL TEEVFONWCARKEEIMHRYLYVANAFVIELEILASVEKLTGEDGTY. 263

Consensus

Figure S1. Homologous comparison of the conserved domain of NmrA in filamentous
ascomycetes and G. [lucidum. These filamentous ascomycetes include A. calidoustus
[CEN60345.1], A. lentulus [XP_033411412.1], A. mulundensis [XP_026608239.1], A. nidulans
[AAC39442.1], F. fujikuroi [CAA75863.1], N. crassa OR74A [XP_961314.3].
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Figure S2. Analysis of conserved domains of the Ure2 in S. cerevisiae and four suspected
homologous Ure2 in G. lucidum.
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Figure S3. Expression levels of GA synthesis genes (hmgr, sqs and osc) in the WT, CK, and nmr
silenced strains under the ammonium and nitrate conditions. All data are presented as means
+ SDs (n = 3). Statistical significance is represented by asterisks (one way ANOVA, * p <0.05,
**p <0.01, ** p <0.001, *** p <0.0001, ns: no significance).



