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Figure S1. Nucleotide sequence and deduced amino acid sequence of FSE1. Shading
indicates the amino acid sequences of the signal peptide and cysteine residues.
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Figure S2. Phylogenetic tree of FSE1 with homologs proteins from several Fusarium

species.
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Figure S3. Quantitative real-time PCR analysis of the transcription of F'SE] after
inoculation to banana plantlets for 3, 5, and 7 d. The relative expression level is
assessed based on 244t method through normalization against the transcription level
of the In vitro sample. Actin has been used as the internal control. Bars represent
standard deviations (SD). Columns with different letters indicate significant
difference (P < 0.05).
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Figure S4. Phylogenetic trees of MaEFM-like with homologs proteins from

Arabidopsis thaliana and Musa species.



Figure S5. Disease symptoms of banana plantlets after inoculation for 5 weeks.



