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Figure S1. BUSCO summary of O. raphanipes CGG monokaryotic strain CGG-A-

s1. The completeness of CGG-A-s1 genome was evaluated using different databases as 

indicated on the y-axis. The blue area represents the number of complete (C) and single-

copy genes (S), the dark blue area represents the number of complete and duplicated 

genes (D), and the yellow and red indicate the number of fragmented genes (F) and 

missing genes (M), respectively; and n indicates the number of all genes used. 

 
 


