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Figure S2
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Figure S5
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Figure S6
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Figure S7
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Table S1 : Primers used in this study

Name Sequence

swgAcompF1 AATTCGAGCTCGGTACTGCGCAGACACACGCCTGTTGGGTAT
swgAcompR1 GGACCTGAGTGATGCACCGATCACAATGCGAGATA

swgAcompF2 TGGTCCATCTAGTGCTCGGTGGACGACCAGGTAGATCACGAGCCACCTGC
swgAcompR?2 GCCAAGCTTGCATGCCTGCGCACATGGTGTCTACCCCTTGCT

areA-RTF CGACCGACTCCAACCGCTGT

areA-RTR GGCGGGCGACTCGATAGGAA

swgA-RTF CTCCACCTCGCTAGCATACG

swgA-RTR TAGACACTTCCCGCTCCGTA

Table S2: Characteristics of the protein encoded by the AFUA_8G01170 gene and orthologs in others

species
Species Size Signal Peptide GPIl-anchor Gene accession number
(amino-
acids)
A.fumigatus AF293 281 18: TAT-AS 254 SGA AFUA 8G01170
A.fumigatus A1163 281 19: ATA-SR 254 SGA AFUB_084830
A.fischeri 274 18: TTT-AS 246 SGA XP_001261813.1
A.clavatus 272 19: TSA-TS 245 DSA XP_001275113.1
Table S3: Percentage of identities between the different proteins:
XP_001275113.1-A.clavatus;  AFUA_8G01170-A.fumigatus; ~ XP_001261813.1-
A.fisheri.
A.fumigatus A.fisheri
A.clavatus 43 44
A.fumigatus 84




