
 
 

Supplementary Figure S1. Functional classification of Core 2 and Variable 2 genes using 

Clusters of Orthologous Groups (COG) according to (A) Superfunctional and (B) Functional 

categories. 
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Supplementary Figure S2. Functional classification of Core 3 and Variable 3 genes using 

Clusters of Orthologous Groups (COG) according to (A) Superfunctional and (B) Functional 

categories. 
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Supplementary Figure S3. Functional classification of Core 4 and Variable 4 genes using 

Clusters of Orthologous Groups (COG) according to (A) Superfunctional and (B) Functional 

categories. 
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Supplementary Figure S4. Functional classification of Core 5 and Variable 5 genes using 

Clusters of Orthologous Groups (COG) according to (A) Superfunctional and (B) Functional 

categories. 
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