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Core 2 (3,263 genes)

® Translation, ribosomal structure and biogenesis
OTranscription

®Chromatin structure and dynamics

®Nuclear structure

mSignal transduction mechanisms

m Cell motility

mExtracellular structures

@ Posttranslational modification, protein turnover, chaperones
mCarbohydrate transport and metabolism

@ Nucleotide transport and metabolism

@Lipid transport and metabolism

@ Secondary metabolites biosynthesis, transport and catabolism
@Function unknown

Variable 2 (11,933 genes)

® RNA processing and modification

m Replication, recombination and repair

m Cell cycle contral, cell division, chromosome partitioning
mDefense mechanisms

® Cell wal/membrane/envelope biogenesis

@ Cytoskeleton

® Intracellular trafficking, secretion, and vesicular transport
® Energy production and conversion

@Amino acid transport and metabolism

@ Coenzyme fransport and metabolism

@ Inorganic ion transport and metabolism

O General function prediction only

Supplementary Figure S1. Functional classification of Core 2 and Variable 2 genes using

Clusters of Orthologous Groups (COG) according to (A) Superfunctional and (B) Functional

categories.
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Core 3 (1,449 genes)

BmTranslation, ribosomal structure and biogenesis
OTranscription

®Chromatin structure and dynamics

®Nuclear structure

mSignal fransduction mechanisms

@ Cell motility

mExtracellular structures

@Posttranslational modification, protein turnover, chaperones
mCarbohydrate transport and metabolism

@ Nuclectide transport and metabolism

oLipid transport and metabolism

mSecondary metabolites biosynthesis, transport and catabolism
@Function unknown

Variable 3 (865 genes)

mCELLULAR PROCESSES AND SIGNALING
mPOORLY CHARACTERIZED
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Variable 3 (865 genes)

®RNA processing and modification

® Replication, recombination and repair

m Cell cycle confrol, cell division, chromosome partitioning
m Defense mechanisms

m Cell wall/membrane/envelope biogenesis

@ Cytoskeleton

® Intracellular trafficking, secretion, and vesicular transport
® Energy production and conversion

@Amino acid transport and metabolism

@ Coenzyme fransport and metabolism

@Inorganic ion transport and metabolism

@ General function prediction only

Supplementary Figure S2. Functional classification of Core 3 and Variable 3 genes using

Clusters of Orthologous Groups (COG) according to (A) Superfunctional and (B) Functional

categories.
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Core 4 (928 genes)

BmTranslation, ribosomal structure and biogenesis
OTranscription

®Chromatin structure and dynamics

®Nuclear structure

mSignal fransduction mechanisms

@ Cell motility

mExtracellular structures

@Posttranslational modification, protein turnover, chaperones
mCarbohydrate transport and metabolism

@ Nucleotide transport and metabolism

OLipid transport and metabolism

@Secondary metabolites biosynthesis, transport and catabolism
@Function unknown

Variable 4 (714 genes)

®RNA processing and modification

® Replication, recombination and repair

m Cell cycle confrol, cell division, chromosome partitioning
m Defense mechanisms

m Cell wall/membrane/envelope biogenesis

@ Cytoskeleton

® Intracellular trafficking, secretion, and vesicular transport
® Energy production and conversion

@ Amino acid transport and metabolism

@ Coenzyme transport and metabolism

mInorganic ion transport and metabolism

@ General function prediction only

Supplementary Figure S3. Functional classification of Core 4 and Variable 4 genes using

Clusters of Orthologous Groups (COG) according to (A) Superfunctional and (B) Functional

categories.
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Core 5 (1,257 genes) Variable 5 (207 genes)
mTranslation, ribosomal structure and biogenesis m RNA processing and modification
oTranscription m Replication, recombination and repair
mChromatin structure and dynamics m Cell cycle confrol, cell division, chromosome partitioning
®Nuclear structure m Defense mechanisms
mSignal fransduction mechanisms m Cell wall/membrane/envelope biogenesis
@ Cell motility @ Cytoskeleton
mExtracellular structures ® Intracellular trafficking, secretion, and vesicular transport
@Posttranslational modification, protein turnover, chaperones ® Energy production and conversion
mCarbohydrate transport and metabolism @Amino acid transport and metabolism
@ Nucleotide transport and metabolism @ Coenzyme transport and metabolism
OLipid transport and metabolism mInorganic ion transport and metabolism
@Secondary metabolites biosynthesis, transport and catabolism @ General function prediction only

@Function unknown

Supplementary Figure S4. Functional classification of Core 5 and Variable 5 genes using
Clusters of Orthologous Groups (COG) according to (A) Superfunctional and (B) Functional

categories.
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