lon abundance (1e+6)

A. The example of total ion chromatogram of F. velutipes phosphatidylcholine fraction
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B. The example of extracted ion chromatogram of F. velutipes phosphatidylcholine fraction
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EIC: 1547_PC(+)_009
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C. The example of spot plot of phosphatidylcholine molecular species after processing of SWATH data by MS-DIAL software (RIKEN, version 4.60)
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