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Figure S1. '"H NMR (400 MHz, DMSO-ds) spectrum of 1
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Figure S2. 3C NMR (100 MHz, DMSO-ds) spectrum of 1
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Figure S3. HSQC (DMSO-ds) spectrum of 1
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Figure S4. 'H-'"H COSY (DMSO-ds) spectrum of 1
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Figure S6. NOESY (DMSO-ds) spectrum of 1

wv

rlo0

110

rl1z0

=130

140

160

=170

rls0

130

200

10

1 (ppm)

I (ppm)



20211004-DMC-H51 211004113330 #96-97 RT: 0.81-0.81 AV: 2 SB: 30 0.38-0.62 NL: 2.61E6
T: FTMS + p ESI Full ms [150.00-1000.00]
482.1810
C27H24 04 N5=482.1823

100 -2.6028 ppm

95
90
85
80
75
70
65 4111616
60
55
50
45

406.3519

389.1799 ‘\‘

40

35

‘w‘ 432.2369 504.1629

30 ‘, 4902993
/

25
20

437.1921
15 37.] 475.2786

415.2104
e 516.3302

522.3777 583.3011
542.2489
561.3634 |I |
Iy L
T

10

456.2343

613.224

b ‘|l » |":| |.In. o Ll. I N
=7 LIS N N B N B S R e T
380 400 420 440 460 480 500 520 540 560 580

Figure S7. HRESIMS spectrum of 1

! L
T T

600

5

% Transmittance

100': J,J"\\

:E'”“wme \\ /ﬁ,ﬂb f/w h

1711.43

8 £
.
3280 54—%
——
292514
180786 ———
1463 50
138376
129955
s
102736 o o ————

000 T s 3000 T me 2000 ) 1500 T o

Wavenumbers {cm-1)

500

Figure S8. IR spectrum of 1
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Table S1 The antibacterial activity results (only sections are shown)

MIC (ug/L)
NO.
V. vulnificus V. rotiferianus V. campbellii
4 6.25 - -
7 12.5 12.5 6.25
ampicillin sodium 6.25 3.12 3.12

Note: ampicillin sodium as positive control

Table S2 The anti-inflammatory activity against NO production induced by LPS (only sections are

shown)

ICso (umol/L)
2 3 6 7 Dex
66.15 37.08 37.48 61.12 13.02

Note: Dex (dexamethasone) as positive control

Table S3 The proliferation inhibitory activity against human tumor cell lines (only sections are shown)

Inhibition ratio (%)

PA-1 MCF7 HCT 116 A-375 GBC-SD
1 (10 pmol/L) 29.81 28.96 38.19 45.03 30.66
Doxorubicin

98.72 62.33 63.74 90.06 53.49
(10pmol/L)

Note: doxorubicin as positive control

Table S4 Eleven culture media for small scale fermentation and their composition

Medium Medium composition

YES Sucrose 150 g/L, yeast extract 20 g/L, MgSO4+7H20 1 g/L, CuSOa 0.01 g/L, FeSO4 0.01
g/L, ZnSO40.01 g/L, sea salt 15 g/L.

PDB Potato 200 g/ L, glucose 20 g/L, sea salt 20 g/L.

GPY Tryptone 10 g/L, yeast extract 10 g/L, glucose 20 g/L, sea salt 20 g/L.

Czapek Sucrose 30 g/L, NaNOs 3 g/L, KH2POs4 1g/L, MgSO4+7H20 0.5 g/L, KC1 0.5 g/L, FeSOa
0.01 g/L, sea salt 20 g/L.

Starch Starch 10 g/L, tryptone 1 g/L, sea salt 20 g/L.

CYA Sucrose 30 g/L, yeast extract 10 g/L, NaNOs 1 g/L, MgSOa 0.5 g/L, KC1 0.5 g/L, KH2POx
1 g/L, FeSO40.01 g/L, sea salt 20 g/L.

TBI Sucrose 30 g/L, KH2PO: 1 g/L, L-arginine 0.871 g/L, MgSOa4 0.5 g/L, KCI1 0.5 g/L, FeSOu
0.01 g/L, sea salt 20 g/L.

GMM Glucose 10 g/L, 20 x salt solutions 50 mL/L, trace element 1 mL/L. 20 x salt solutions:

NaNO:s 120 g/L, KC1 10.4 g/L, MgSO+7H20 10.4 g/L, KH2POs 30.4 g/L. trace element:
ZnSO+7H:0 2 g/L, HsPOs 1.1 g/L, MnCl-4H:0 05 g/L, FeSO+7HO 0.5 g/L,




CoCl25H20 0.16 g/L, CuSO4+-5H20 0.16 g/L, (NH4)sM070240.11 g/L, NasEDTA 5 g/L.

MEB Malt extract 17.0 g/L, tryptone 3.0 g/L, PH 5.4 + 0.2, sea salt 20 g/L.

Czapek+1% Sucrose 30 g/L, NaNOs 3 g/L, KH2POs 1g/L, MgSO4-7H20 0.5 g/L, KC1 0.5 g/L, FeSOx4
tryptone 0.01 g/L, tryptone 10 g/L, sea salt 20 g/L.

Czapek+1% Sucrose 30 g/L, NaNOs 3 g/L, KH2POs 1g/L, MgSO4-7H20 0.5 g/L, KC1 0.5 g/L, FeSOx

yeast extract 0.01 g/L, yeast extract 10 g/L, sea salt 20 g/L.

Table S5 Three culture media for lab scale fermentation and their composition

Medium Medium composition (bottle)

Rice mixed GPY medium  Rice 80 g, yeast extract 0.8 g, tryptone 0.8 g, glucose 1.6 g, sea salt 4 g,
water 80 mL.

Wheat mixed Czapek Wheat 20 g, rice 60 g, sucrose 1.8 g, NaNOs 0.18 g, KH2POs 0.06g,

medium MgSO+7H20 0.03 g, KC1 0.03 g, FeSO4 0.0006 g, sea salt 1.2 g, water 60 mL.

GPY medium Tryptone 2 g, yeast extract 2 g, glucose 4 g, sea salt 40 g, water 200 mL.

The rDNA-ITS sequence of the fungal strain Metarhizium sp. P2100

The rDNA-ITS sequence of P2100 (5'—3'):

AACCCATGTGAACTTATACCTTTTACTGTTGCTTCGGCGGGATCGCCCCGGGAAACAGGTT
CGCGAGAGCCCGGCCCCCGGAACCAAGGCGCCCGCCGGTGGGATTTACAGAACTCTITGTATGT
TTTTTTGCACGTCTGAGTGGATCATATATCAATGAATCAAAACTTTCAACAACGGATCTCTTGGT
TCTGGCATCGATGAAGAACGCAGCGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAA
TCATCGAATCTTTGAACGCACATTGCGCCCGCCAGTATTCTGGCGGGCATGCCTGTTCGAGCGTC
ATTTCAACCCTCAAGCCCGCAGCGGCTTGGTGTTGGGGGCCGGCAATAGTGCCTCGCGTTGTAT
GATGCGAGCGCGCGCCGCCCCCGAAATGAATTGGCGGTCTCGTCGCGGCCTCCTCTGCGTAGTA
GCATAAACCTCGCAACGGGAGCGCGGCGCGGCCACTGCCGTCAAACGCCCAACTTTTTCTCAA
GAGT



