Figure S1. Anion exchange chromatography on Q-Sepharose, for the purification of PvXynllA and
PvXyd3A from B. spectabilis ATHUM 8891. The buffer system used was piperazine-HCI, at pH 5.5.
Specific conditions are described in Materials and Methods.
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Figure S2. Cation exchange chromatography on SP-Sepharose, for the purification of for the purification
PvXynllA and PvXyd3A from B. spectabilis ATHUM 8891. The buffer system used was citrate-NaOH,
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pH 3.1. Specific conditions are described in Materials and Methods.
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Figure S3. Zymogram of B. spectabilis ATHUMS8891 hemicellulases in a 12% SDS-PAGE gel
containing 0.5 w/v beechwood xylan (see Materials and Methods). A and B, NEB protein standard
P7712S before and after Congo Red treatment, respectively; C, crude extracellular extract; D,
purified xylanase standard; E, purified B-xylosidase sample.



