
KAF5371849-1-hypothetical-protein-D9615 009540-Tricholomella-constricta-

KAF9274151-1-hypothetical-protein-BGZ74 004487-partial-Mortierella-antarctica-

KNE72940-1-hypothetical-protein-AMAG 17172-Allomyces-macrogynus-ATCC-38327-

ORZ18745-1-IucC-family-domain-containing-protein-Absidia-repens-

RKP05811-1-IucC-family-domain-containing-protein-partial-Thamnocephalis-sphaerospora-

KAF7375204-1-hypothetical-protein-Mycena-sanguinolenta-

KIM40487-1-hypothetical-protein-M413DRAFT 73242-Hebeloma-cylindrosporum-h7-

XP 007924612-1-uncharacterized-protein-MYCFIDRAFT 162844-Pseudocercospora-fijiensis-CIRAD86-

XP 001221436-1-hypothetical-protein-CHGG 05341-Chaetomium-globosum-CBS-148-51-

KAF9369252-1-hypothetical-protein-CPB97 003748-Podila-verticillata-

KAF8626419-1-hypothetical-protein-AX17 006585-Amanita-inopinata-Kibby 2008-

KAF7128318-1-hypothetical-protein-CNMCM5793 002860-Aspergillus-hiratsukae-

KAF8235793-1-hypothetical-protein-L208DRAFT 721710-Tricholoma-matsutake-945-

KIK10166-1-hypothetical-protein-K443DRAFT 141395-Laccaria-amethystina-LaAM-08-1-

ORY93367-1-IucC-family-domain-containing-protein-Syncephalastrum-racemosum-

KXN81323-1-hypothetical-protein-AN958 05178-Leucoagaricus-sp-SymC-cos-

CEN60380-1-hypothetical-protein-ASPCAL02820-Aspergillus-calidoustus-

KNE56309-1-hypothetical-protein-AMAG 02132-Allomyces-macrogynus-ATCC-38327-

KAB8208359-1-IucC-family-domain-containing-protein-Aspergillus-parasiticus-

KZP30178-1-hypothetical-protein-FIBSPDRAFT 1038517-Fibularhizoctonia-sp-CBS-109695-

KAF0558613-1-IucC-family-domain-containing-protein-Gigaspora-margarita-

THH15695-1-hypothetical-protein-EW146 g4821-Bondarzewia-mesenterica-

RDB25517-1-hypothetical-protein-Hypma 006471-Hypsizygus-marmoreus-

ODM16427-1-hypothetical-protein-SI65 07934-Aspergillus-cristatus-

OMJ18355-1-hypothetical-protein-AYI70 g5396-Smittium-culicis-

KAE8422529-1-IucC-family-domain-containing-protein-Aspergillus-pseudocaelatus-

KDQ24509-1-hypothetical-protein-PLEOSDRAFT 161454-Pleurotus-ostreatus-PC15-

PKC14602-1-hypothetical-protein-RhiirA5 284167-Rhizophagus-irregularis-

XP 033425387-1-siderophore-Aspergillus-tanneri-

XP 007330363-1-hypothetical-protein-AGABI1DRAFT 59499-Agaricus-bisporus-var-burnettii-JB137-S8-

CDH58508-1-hypothetical-protein-RO3G 06864-Lichtheimia-corymbifera-JMRC-FSU-9682-

PIA14897-1-hypothetical-protein-COEREDRAFT 45656-Coemansia-reversa-NRRL-1564-

KAF6754534-1-IucC-family-domain-containing-protein-Coprinellus-angulatus-

KIK57465-1-hypothetical-protein-GYMLUDRAFT 46358-Gymnopus-luxurians-FD-317-M1-

KAF7338968-1-hypothetical-protein-Mycena-venus-

GAW02599-1-hypothetical-protein-LENED 004262-Lentinula-edodes-

KAG1151202-1-hypothetical-protein-G6F38 001478-Rhizopus-oryzae-

BCR87919-1-hypothetical-protein-ACHE 40484S-Aspergillus-chevalieri-

TFK75106-1-hypothetical-protein-BDN72DRAFT 558264-Pluteus-cervinus-

XP 001880924-1-predicted-protein-Laccaria-bicolor-S238N-H82-

KAF4571475-1-siderophore-Pleurotus-pulmonarius-

KAF8640269-1-hypothetical-protein-AX16 010164-Volvariella-volvacea-WC-439-

KAF8458485-1-hypothetical-protein-BGX38DRAFT 1265214-Terfezia-claveryi-

KAF5233325-1-hypothetical-protein-FAUST 8237-Fusarium-austroamericanum-

RHZ83198-1-hypothetical-protein-Glove 99g66-Diversispora-epigaea-

ORX67752-1-hypothetical-protein-DL89DRAFT 225288-Linderina-pennispora-

PPR03669-1-hypothetical-protein-CVT24 007790-Panaeolus-cyanescens-

VDC02812-1-unnamed-protein-product-Peniophora-sp-CBMAI-1063-

PFH53186-1-hypothetical-protein-AMATHDRAFT 55679-Amanita-thiersii-Skay4041-

CEP15762-1-hypothetical-protein-Parasitella-parasitica-

GBC50370-1-hypothetical-protein-RIR 3211100-Rhizophagus-irregularis-DAOM-181602=DAOM-197198-

ORX84409-1-hypothetical-protein-K493DRAFT 320108-Basidiobolus-meristosporus-CBS-931-73-

RKP25579-1-IucC-family-domain-containing-protein-partial-Syncephalis-pseudoplumigaleata-

KAG0245113-1-hypothetical-protein-BGX31 007957-Mortierella-sp-GBA43-

KAF5342633-1-hypothetical-protein-D9611 001915-Coprinellus-angulatus-

PKK69376-1-hypothetical-protein-RhiirC2 748543-Rhizophagus-irregularis-

KAF9448314-1-hypothetical-protein-P691DRAFT 775496-Macrolepiota-fuliginosa-MF-IS2-

KDQ10339-1-hypothetical-protein-BOTBODRAFT 58083-Botryobasidium-botryosum-FD-172-SS1-

KAF4596369-1-siderophore-Pleurotus-pulmonarius-

KAF7183071-1-hypothetical-protein-CNMCM7691 002906-Aspergillus-felis-

XP 007817221-2-Aerobactin-siderophore-biosynthesis-IucA/IucC-Metarhizium-robertsii-ARSEF-23-

RUP52049-1-IucC-family-domain-containing-protein-Jimgerdemannia-flammicorona-

KAF8506286-1-IucC-family-domain-containing-protein-Hysterangium-stoloniferum-

RDB25516-1-Uncharacterized-protein-y4xN-Hypsizygus-marmoreus-

OBZ85715-1-Uncharacterized-protein-y4xN-Choanephora-cucurbitarum-

KAG0342955-1-hypothetical-protein-BG005 002591-Podila-minutissima-

RKP14784-1-IucC-family-domain-containing-protein-partial-Piptocephalis-cylindrospora-

KAF8599462-1-hypothetical-protein-BDV93DRAFT 477378-Ceratobasidium-sp-AG-I-

EPB89377-1-hypothetical-protein-HMPREF1544 03746-Mucor-circinelloides-1006PhL-

KAF9923315-1-hypothetical-protein-BGZ67 009907-partial-Mortierella-alpina-

SAM09847-1-hypothetical-protein-Absidia-glauca-

XP 009545281-1-hypothetical-protein-HETIRDRAFT 444537-Heterobasidion-irregulare-TC-32-1-

KAF4218244-1-hypothetical-protein-CNMCM5878 005086-Aspergillus-fumigatiaffinis-

RHZ65263-1-hypothetical-protein-CDV55 107629-Aspergillus-turcosus-

CEI95553-1-hypothetical-protein-RMCBS344292 09736-Rhizopus-microsporus-

THU85116-1-hypothetical-protein-K435DRAFT 732522-Dendrothele-bispora-CBS-962-96-

KAE8309771-1-IucC-family-domain-containing-protein-Aspergillus-transmontanensis-

KAF9890654-1-hypothetical-protein-FE257 005785-Aspergillus-nanangensis-

KJK61743-1-IucA-/-IucC-family-protein-Aspergillus-parasiticus-SU-1-

KAE9410053-1-hypothetical-protein-BT96DRAFT 805955-Gymnopus-androsaceus-JB14-

PKY46763-1-hypothetical-protein-RhiirA4 320542-Rhizophagus-irregularis-

KAF9490796-1-hypothetical-protein-BDN71DRAFT 1490516-Pleurotus-eryngii-

KAF8599149-1-hypothetical-protein-BDV93DRAFT 592260-Ceratobasidium-sp-AG-I-

TFK75105-1-hypothetical-protein-BDN72DRAFT 892460-Pluteus-cervinus-

XP 006459224-1-hypothetical-protein-AGABI2DRAFT 218206-Agaricus-bisporus-var-bisporus-H97-

RUO96291-1-IucC-family-domain-containing-protein-partial-Jimgerdemannia-flammicorona-

KAF8581295-1-hypothetical-protein-K439DRAFT 1619181-Ramaria-rubella-

KIJ27921-1-hypothetical-protein-M422DRAFT 37525-Sphaerobolus-stellatus-SS14-

OMJ11885-1-hypothetical-protein-AYI69 g9665-Smittium-culicis-

KAA1467571-1-hypothetical-protein-DENSPDRAFT 769364-Dentipellis-sp-KUC8613-

RIB28300-1-IucC-family-domain-containing-protein-Gigaspora-rosea-

KAF8324235-1-IucC-family-domain-containing-protein-Amanita-rubescens-

RXW25497-1-hypothetical-protein-EST38 g295-Psathyrella-aberdarensis-

KAF7980049-1-hypothetical-protein-HWV62 39816-Athelia-sp-TMB-

KAG0190900-1-hypothetical-protein-DFQ28 001382-Apophysomyces-sp-BC1034-

TFY68538-1-hypothetical-protein-EVG20 g3524-Dentipellis-fragilis-

KAF9989537-1-hypothetical-protein-BGZ75 006084-Mortierella-antarctica-

CDS10223-1-hypothetical-protein-LRAMOSA02899-Lichtheimia-ramosa-

KAF8740975-1-hypothetical-protein-AX14 006450-Amanita-brunnescens-Koide-BX004-

KAF9468165-1-IucC-family-domain-containing-protein-Lepista-nuda-

RPB26490-1-hypothetical-protein-L211DRAFT 835324-Terfezia-boudieri-ATCC-MYA-4762-

KAG2188916-1-hypothetical-protein-INT44 004058-Umbelopsis-vinacea-

AIT18223-1-SideA-Mucor-circinelloides-

KAF8149828-1-IucC-family-domain-containing-protein-Crassisporium-funariophilum-

KAF1801566-1-IucC-family-domain-containing-protein-Mucor-lusitanicus-

KAF8633216-1-hypothetical-protein-AX15 001452-Amanita-polypyramis-BW CC-

KAF4571474-1-siderophore-Pleurotus-pulmonarius-

XP 025179906-1-hypothetical-protein-GLOIN 2v1590112-Rhizophagus-irregularis-DAOM-181602=DAOM-197198-

KAG0333971-1-hypothetical-protein-BG000 008756-partial-Podila-horticola-

KAF5342634-1-hypothetical-protein-D9611 001914-Coprinellus-angulatus-

KAF0451181-1-IucC-family-domain-containing-protein-Gigaspora-margarita-

KAG0255170-1-hypothetical-protein-BGZ95 005851-Linnemannia-exigua-

KAF9429280-1-hypothetical-protein-BGZ76 001548-Entomortierella-beljakovae-

KAG2203165-1-hypothetical-protein-INT46 001432-Mucor-plumbeus-

CAA7267093-1-unnamed-protein-product-Agrocybe-aegerita-

KIL58736-1-hypothetical-protein-M378DRAFT 86059-Amanita-muscaria-Koide-BX008-

PKC66880-1-hypothetical-protein-RhiirA1 342879-Rhizophagus-irregularis-

KAF8506287-1-IucC-family-domain-containing-protein-Hysterangium-stoloniferum-

KIL58735-1-hypothetical-protein-M378DRAFT 170193-Amanita-muscaria-Koide-BX008-

KAG0249470-1-hypothetical-protein-BG011 009271-Mortierella-polycephala-

KAF7330281-1-hypothetical-protein-Mycena-venus-

PVU99638-1-hypothetical-protein-BB559 000543-Furculomyces-boomerangus-

RCH99628-1-hypothetical-protein-CU097 013512-Rhizopus-azygosporus-

KAF6754536-1-IucC-family-domain-containing-protein-Coprinellus-angulatus-

KDQ24508-1-hypothetical-protein-PLEOSDRAFT 1078605-Pleurotus-ostreatus-PC15-

KAF9468166-1-IucC-family-domain-containing-protein-Lepista-nuda-

CEG73865-1-hypothetical-protein-RMATCC62417 09160-Rhizopus-microsporus-

THC98488-1-hypothetical-protein-EYZ11 001996-Aspergillus-tanneri-

XP 015403891-1-uncharacterized-protein-ANOM 008953-Aspergillus-nomiae-NRRL-13137-

KAF9104344-1-hypothetical-protein-BGX27 010129-Mortierella-sp-AM989-

PBK88955-1-hypothetical-protein-ARMGADRAFT 936425-Armillaria-gallica-

PIG82218-1-D-isomer-specific-2-hydroxyacid-dehydrogenase-family-protein-Aspergillus-arachidicola-

KAF7750872-1-hypothetical-protein-DSO57 015024-Entomophthora-muscae-

KAF8626421-1-hypothetical-protein-AX17 006587-Amanita-inopinata-Kibby 2008-

XP 001217917-1-predicted-protein-Aspergillus-terreus-NIH2624-

ORZ03340-1-IucC-family-domain-containing-protein-Syncephalastrum-racemosum-

PBL03740-1-hypothetical-protein-ARMGADRAFT 1004450-Armillaria-gallica-

KAF8071691-1-IucC-family-domain-containing-protein-Lyophyllum-atratum-

XP 001836420-2-hypothetical-protein-CC1G 07067-Coprinopsis-cinerea-okayama7#130-

OMJ24501-1-hypothetical-protein-AYI69 g4610-Smittium-culicis-

KAF5371850-1-hypothetical-protein-D9615 009541-Tricholomella-constricta-

KAF0558614-1-IucC-family-domain-containing-protein-Gigaspora-margarita-

KDQ10367-1-hypothetical-protein-BOTBODRAFT 190525-Botryobasidium-botryosum-FD-172-SS1-

XP 009497925-1-hypothetical-protein-H696 05850-Fonticula-alba-

KAF8896586-1-IucC-family-domain-containing-protein-Infundibulicybe-gibba-

XP 036628448-1-uncharacterized-protein-PC9H 009560-Pleurotus-ostreatus-

KAF7159184-1-hypothetical-protein-CNMCM6106 006317-Aspergillus-hiratsukae-

RAQ57891-1-hypothetical-protein-COH20 004147-Aspergillus-flavus-

KAF8640221-1-hypothetical-protein-AX16 010118-Volvariella-volvacea-WC-439-

KAA1467572-1-hypothetical-protein-DENSPDRAFT 832670-Dentipellis-sp-KUC8613-

I1C129-1-RecName-Full=NRPS-independent-siderophore-synthetase-rfs-Short=NIS-rfs-AltName-Full=Rhizoferrin-biosynthesis-protein-rfs-Rhizopus-delemar-RA-99-880-

KAF9967212-1-hypothetical-protein-BGZ70 010366-Mortierella-alpina-

KAB8275533-1-IucC-family-domain-containing-protein-Aspergillus-minisclerotigenes-

KAF8633233-1-hypothetical-protein-AX15 001463-Amanita-polypyramis-BW CC-

KAG0245112-1-hypothetical-protein-BGX31 007956-Mortierella-sp-GBA43-

XP 022399228-1-hypothetical-protein-ASPGLDRAFT 67965-Aspergillus-glaucus-CBS-516-65-

KAF4220106-1-hypothetical-protein-CNMCM5878 002136-Aspergillus-fumigatiaffinis-

KAF8149827-1-IucC-family-domain-containing-protein-Crassisporium-funariophilum-

XP 018288866-1-hypothetical-protein-PHYBLDRAFT 126253-Phycomyces-blakesleeanus-NRRL-1555---

KAF0526970-1-IucC-family-domain-containing-protein-Gigaspora-margarita-

KAF4231520-1-hypothetical-protein-CNMCM8980 005309-Aspergillus-fumigatiaffinis-

GAT50191-1-predicted-protein-Mycena-chlorophos-

KAF9028919-1-hypothetical-protein-BDZ89DRAFT 1112859-Hymenopellis-radicata-

GBB83366-1-hypothetical-protein-RclHR1 01010007-Rhizophagus-clarus-

XP 006459225-1-hypothetical-protein-AGABI2DRAFT 183956-Agaricus-bisporus-var-bisporus-H97-

OZJ06647-1-hypothetical-protein-BZG36 00275-Bifiguratus-adelaidae-

KAG2216433-1-hypothetical-protein-INT45 002314-Mucor-circinatus-

KAF8467015-1-IucC-family-domain-containing-protein-Russula-ochroleuca-

KAF8949571-1-hypothetical-protein-BGZ52 005557-Haplosporangium-bisporale-

ORX86158-1-hypothetical-protein-K493DRAFT 291346-Basidiobolus-meristosporus-CBS-931-73-

XP 007300082-1-hypothetical-protein-STEHIDRAFT 91415-Stereum-hirsutum-FP-91666-SS1-

KAF9964682-1-hypothetical-protein-BGZ70 006094-Mortierella-alpina-

KAF7327460-1-C2-domain-containing-protein-Mycena-kentingensis-

KAF0451179-1-IucC-family-domain-containing-protein-Gigaspora-margarita-

VDC02810-1-unnamed-protein-product-Peniophora-sp-CBMAI-1063-

KAF8486006-1-IucC-family-domain-containing-protein-Russula-ochroleuca-

KAF9328820-1-hypothetical-protein-BG006 008052-Podila-minutissima-

GAT50190-1-predicted-protein-Mycena-chlorophos-

KAF7169542-1-hypothetical-protein-CNMCM5623 002202-Aspergillus-felis-

BCR87180-1-hypothetical-protein-ACHE 31167S-Aspergillus-chevalieri-

KAF9979847-1-hypothetical-protein-BGZ75 009161-Mortierella-antarctica-

KAG2224869-1-hypothetical-protein-INT45 008051-partial-Mucor-circinatus-

EYE96808-1-hypothetical-protein-EURHEDRAFT 514051-Aspergillus-ruber-CBS-135680-

SAM06532-1-hypothetical-protein-Absidia-glauca-

KAF8888783-1-IucC-family-domain-containing-protein-Infundibulicybe-gibba-

POS70413-1-hypothetical-protein-DHEL01 v211194-Diaporthe-helianthi-

KAB8226119-1-IucC-family-domain-containing-protein-Aspergillus-novoparasiticus-

TEB25202-1-hypothetical-protein-FA13DRAFT 1190237-Coprinellus-micaceus-

CAA7267094-1-unnamed-protein-product-Agrocybe-aegerita-

RIB14840-1-IucC-family-domain-containing-protein-Gigaspora-rosea-

GBB89625-1-hypothetical-protein-RclHR1 16370002-Rhizophagus-clarus-

KAF7744996-1-hypothetical-protein-DSO57 009428-Entomophthora-muscae-

KZT57956-1-hypothetical-protein-CALCODRAFT 550316-Calocera-cornea-HHB12733-

KAF8922709-1-IucC-family-domain-containing-protein-Mucidula-mucida-

KAG1178905-1-hypothetical-protein-G6F71 001422-Rhizopus-microsporus-

ORZ18484-1-IucC-family-domain-containing-protein-Absidia-repens-

KAF9048461-1-IucC-family-domain-containing-protein-Panaeolus-papilionaceus-

THV08677-1-hypothetical-protein-K435DRAFT 815040-Dendrothele-bispora-CBS-962-96-

KAF9941947-1-hypothetical-protein-BGZ67 003518-Mortierella-alpina-

KZP16436-1-hypothetical-protein-FIBSPDRAFT 60135-Fibularhizoctonia-sp-CBS-109695-

KAB8265404-1-IucC-family-domain-containing-protein-Aspergillus-pseudonomius-

KAF5359778-1-hypothetical-protein-D9756 003207-Leucoagaricus-leucothites-

KDR79022-1-hypothetical-protein-GALMADRAFT 137986-Galerina-marginata-CBS-339-88-

RKP40203-1-IucC-family-domain-containing-protein-partial-Dimargaris-cristalligena-

RCI03970-1-hypothetical-protein-CU098 008640-Rhizopus-stolonifer-

TFL04155-1-hypothetical-protein-BDV98DRAFT 611433-Pterula-gracilis-

THV04039-1-hypothetical-protein-K435DRAFT 747031-Dendrothele-bispora-CBS-962-96-

PVU86627-1-hypothetical-protein-BB561 006635-Smittium-simulii-

PFH53187-1-hypothetical-protein-AMATHDRAFT 138330-Amanita-thiersii-Skay4041-

KXT04176-1-hypothetical-protein-AC578 55-Pseudocercospora-eumusae-

KAG2207377-1-hypothetical-protein-INT47 006852-Mucor-saturninus-

KAF8235792-1-hypothetical-protein-L208DRAFT 1391886-Tricholoma-matsutake-945-

RIA97169-1-IucC-family-domain-containing-protein-Glomus-cerebriforme-

KAF0451180-1-IucC-family-domain-containing-protein-Gigaspora-margarita-

KJA26269-1-hypothetical-protein-HYPSUDRAFT 132979-Hypholoma-sublateritium-FD-334-SS-4-

KFZ25115-1-hypothetical-protein-V502 00409-Pseudogymnoascus-sp-VKM-F-4520-FW-2644-

XP 024701173-1-uncharacterized-protein-P170DRAFT 364958-partial-Aspergillus-steynii-IBT-23096-

KKY34086-1-hypothetical-protein-UCDDA912 g05963-Diaporthe-ampelina-

PPQ77137-1-hypothetical-protein-CVT25 010831-Psilocybe-cyanescens-

XP 035340499-1-uncharacterized-protein-TRUGW13939 01406-Talaromyces-rugulosus-

TFK39221-1-IucC-family-domain-containing-protein-partial-Crucibulum-laeve-

PVV02397-1-hypothetical-protein-BB560 003150-Smittium-megazygosporum-

KAF9315214-1-hypothetical-protein-BG003 003400-Podila-horticola-

KAF8501765-1-IucC-family-domain-containing-protein-Russula-emetica-

KAF4596370-1-siderophore-Pleurotus-pulmonarius-

XP 001262909-1-conserved-hypothetical-protein-Aspergillus-fischeri-NRRL-181-

KAG0171015-1-hypothetical-protein-DFQ30 001634-Apophysomyces-sp-BC1015-

KXN81324-1-hypothetical-protein-AN958 05179-Leucoagaricus-sp-SymC-cos-

KIK10167-1-hypothetical-protein-K443DRAFT 141341-Laccaria-amethystina-LaAM-08-1-

RUS19544-1-IucC-family-domain-containing-protein-partial-Jimgerdemannia-flammicorona-

GAV99091-1-hypothetical-protein-LENED 000524-Lentinula-edodes-

KAF5345677-1-hypothetical-protein-D9758 013059-Tetrapyrgos-nigripes-

KAF9448315-1-hypothetical-protein-P691DRAFT 669682-Macrolepiota-fuliginosa-MF-IS2-

RHZ55280-1-hypothetical-protein-Glove 417g64-Diversispora-epigaea-

KAG1057968-1-hypothetical-protein-G6F43 000212-Rhizopus-delemar-

KAF8419523-1-hypothetical-protein-EV426DRAFT 567368-Tirmania-nivea-

KAG2017757-1-hypothetical-protein-CC2G 007240-Coprinopsis-cinerea-

XP 022391443-1-hypothetical-protein-ABOM 004343-Aspergillus-bombycis-

KAF8633234-1-hypothetical-protein-AX15 001463-Amanita-polypyramis-BW CC-

PPQ69695-1-hypothetical-protein-CVT26 001654-Gymnopilus-dilepis-

KDR79021-1-hypothetical-protein-GALMADRAFT 64371-Galerina-marginata-CBS-339-88-

XP 002559569-1-Pc13g11520-Penicillium-rubens-Wisconsin-54-1255-

KAF4613986-1-hypothetical-protein-D9613 007630-Agrocybe-pediades-

GES58052-1-hypothetical-protein-ATETN484 0002022800-Aspergillus-terreus-

RGB39082-1-IucC-family-domain-containing-protein-Rhizophagus-diaphanus-Rhizophagus-sp-MUCL-43196-

KNE58323-1-hypothetical-protein-AMAG 03911-Allomyces-macrogynus-ATCC-38327-

PPQ96233-1-hypothetical-protein-CVT26 005560-Gymnopilus-dilepis-

KAF7976134-1-hypothetical-protein-HWV62 7429-Athelia-sp-TMB-

KIJ27922-1-hypothetical-protein-M422DRAFT 37526-Sphaerobolus-stellatus-SS14-

TFK28163-1-hypothetical-protein-FA15DRAFT 665648-Coprinopsis-marcescibilis-

XP 031939711-1-IucC-family-domain-containing-protein-Aspergillus-pseudonomius-

KAF5390947-1-hypothetical-protein-D9757 003945-Gymnopus-confluens-

TFY82934-1-hypothetical-protein-EWM64 g1073-Hericium-alpestre-

CEJ80577-1-hypothetical-protein-VHEMI00753-Torrubiella-hemipterigena-

TFK40140-1-IucC-family-domain-containing-protein-Crucibulum-laeve-

RMZ38947-1-hypothetical-protein-CA14 003408-Aspergillus-flavus-

KAF7722628-1-hypothetical-protein-EC973 002900-Apophysomyces-ossiformis-

KAF8071692-1-IucC-family-domain-containing-protein-Lyophyllum-atratum-

KAF7330280-1-C2-domain-containing-protein-Mycena-venus-

KAE9398477-1-hypothetical-protein-BT96DRAFT 1031422-Gymnopus-androsaceus-JB14-

XP 036628449-1-uncharacterized-protein-PC9H 009561-Pleurotus-ostreatus-

KAF8531370-1-IucC-family-domain-containing-protein-Gautieria-morchelliformis-

GAQ37978-1-unnamed-protein-product-Aspergillus-niger-

KIK67840-1-hypothetical-protein-GYMLUDRAFT 238041-Gymnopus-luxurians-FD-317-M1-

RDH20185-1-hypothetical-protein-M747DRAFT 237708-Aspergillus-niger-ATCC-13496-

XP 009545280-1-hypothetical-protein-HETIRDRAFT 458567-Heterobasidion-irregulare-TC-32-1-

KAF9048463-1-IucC-family-domain-containing-protein-Panaeolus-papilionaceus-

XP 023462003-1-hypothetical-protein-RHIMIDRAFT 247918-Rhizopus-microsporus-ATCC-52813-

THH16104-1-hypothetical-protein-EW146 g4489-Bondarzewia-mesenterica-

QMW29119-1-hypothetical-protein-G4B84 004454-Aspergillus-flavus-NRRL3357-

KAF9282772-1-hypothetical-protein-BGZ68 005758-Mortierella-alpina-

KAF8348962-1-IucC-family-domain-containing-protein-Amanita-rubescens-

KAF7317065-1-hypothetical-protein-Mycena-chlorophos-

KAF8906867-1-IucC-family-domain-containing-protein-Mucidula-mucida-

XP 007330462-1-hypothetical-protein-AGABI1DRAFT 121041-Agaricus-bisporus-var-burnettii-JB137-S8-

XP 038932691-1-uncharacterized-protein-LCP9604111 143-Penicillium-roqueforti-

KAF8593335-1-hypothetical-protein-BDV93DRAFT 612275-Ceratobasidium-sp-AG-I-

TEB25201-1-hypothetical-protein-FA13DRAFT 1796667-Coprinellus-micaceus-

KAF8486218-1-IucC-family-domain-containing-protein-Russula-ochroleuca-

KAF9490795-1-hypothetical-protein-BDN71DRAFT 147978-Pleurotus-eryngii-

CEG76429-1-hypothetical-protein-RMATCC62417 11326-Rhizopus-microsporus-

GAO81433-1-uncharacterized-protein-y4xN-Aspergillus-udagawae-

GFF60673-1-uncharacterized-protein-y4xN-Aspergillus-udagawae-

KAF8531371-1-IucC-family-domain-containing-protein-Gautieria-morchelliformis-

SJL09263-1-uncharacterized-protein-ARMOST 12640-Armillaria-ostoyae-

KAF8899909-1-IucC-family-domain-containing-protein-Gymnopilus-junonius-

XP 001880925-1-predicted-protein-Laccaria-bicolor-S238N-H82-

KAF4613555-1-hypothetical-protein-D9613 007629-Agrocybe-pediades-

KAF8581292-1-hypothetical-protein-K439DRAFT 1414494-Ramaria-rubella-

KZV67527-1-hypothetical-protein-PENSPDRAFT 611311-partial-Peniophora-sp-CONT-

OLY78988-1-hypothetical-protein-AYI68 g6952-Smittium-mucronatum-

ORX71299-1-hypothetical-protein-DL89DRAFT 266326-Linderina-pennispora-

KOC13078-1-hypothetical-protein-AFLA70 102g003021-Aspergillus-flavus-AF70-

TKA33171-1-hypothetical-protein-B0A50 00724-Hortaea-thailandica-

RAQ42148-1-hypothetical-protein-AFGD 001070-Aspergillus-flavus-

KAG2182392-1-hypothetical-protein-INT43 007322-Umbelopsis-isabellina-

EJU04764-1-hypothetical-protein-DACRYDRAFT 75668-Dacryopinax-primogenitus-

OOO13908-1-Taurine-catabolism-dioxygenase-TauD/TfdA-Aspergillus-oryzae-

TFK40141-1-IucC-family-domain-containing-protein-Crucibulum-laeve-

XP 033404694-1-uncharacterized-protein-GIQ15 06133-Arthroderma-uncinatum-

KAF5393180-1-hypothetical-protein-D9757 001345-Gymnopus-confluens-

KAG2017755-1-hypothetical-protein-CC2G 007238-Coprinopsis-cinerea-

KAB8242095-1-hypothetical-protein-BDV35DRAFT 384350-Aspergillus-flavus-

KJA26270-1-hypothetical-protein-HYPSUDRAFT 36546-Hypholoma-sublateritium-FD-334-SS-4-

KAF7727683-1-hypothetical-protein-EC973 007238-Apophysomyces-ossiformis-

KAF8456092-1-hypothetical-protein-BDZ91DRAFT 701712-Kalaharituber-pfeilii-

KAF7194679-1-NRPS-independent-siderophore-synthetase-rfs-Pseudocercospora-fuligena-

XP 037224187-1-C2-domain-containing-protein-Mycena-indigotica-

KIM40486-1-hypothetical-protein-M413DRAFT 162479-Hebeloma-cylindrosporum-h7-

KAF7327459-1-hypothetical-protein-Mycena-kentingensis-

KAF8534144-1-ferric-iron-reductase-FhuF-like-transporter-domain-containing-protein-partial-Trichophaea-hybrida-

CEI85750-1-hypothetical-protein-RMCBS344292 00204-Rhizopus-microsporus-

KAF9290275-1-hypothetical-protein-BGZ68 007499-Mortierella-alpina-

KAF5327365-1-hypothetical-protein-D9619 004465-Psilocybe-cf-subviscida-

RKP09479-1-IucC-family-domain-containing-protein-Thamnocephalis-sphaerospora-

GET03085-1-hypothetical-protein-RCL jg8271-t1-Rhizophagus-clarus-

KAF8717609-1-hypothetical-protein-AX14 012106-Amanita-brunnescens-Koide-BX004-

RUS28791-1-IucC-family-domain-containing-protein-Jimgerdemannia-flammicorona-

PBK75558-1-hypothetical-protein-ARMSODRAFT 949824-Armillaria-solidipes-

KAF8899908-1-IucC-family-domain-containing-protein-Gymnopilus-junonius-

CCX16331-1-Similar-to-Uncharacterized-protein-y4xN-acc-no-P55706-Pyronema-omphalodes-CBS-100304-

XP 001836421-2-hypothetical-protein-CC1G 07068-Coprinopsis-cinerea-okayama7#130-

KZO89895-1-hypothetical-protein-CALVIDRAFT 543171-Calocera-viscosa-TUFC12733-

XP 037224188-1-uncharacterized-protein-MIND 00220300-Mycena-indigotica-

RCH85310-1-hypothetical-protein-CU098 006734-partial-Rhizopus-stolonifer-

TFK28165-1-hypothetical-protein-FA15DRAFT 584786-Coprinopsis-marcescibilis-

KAF8243635-1-hypothetical-protein-K440DRAFT 611834-Wilcoxina-mikolae-CBS-423-85-

KAF5370027-1-hypothetical-protein-D9758 001165-Tetrapyrgos-nigripes-

EYE97444-1-hypothetical-protein-EURHEDRAFT 513335-Aspergillus-ruber-CBS-135680-

CDH48635-1-hypothetical-protein-RO3G 06864-Lichtheimia-corymbifera-JMRC-FSU-9682-

CDS03426-1-hypothetical-protein-LRAMOSA00828-Lichtheimia-ramosa-

KAG1462348-1-hypothetical-protein-G6F56 005538-Rhizopus-delemar-

KAE9400887-1-hypothetical-protein-BT96DRAFT 880828-Gymnopus-androsaceus-JB14-

KAG2232240-1-hypothetical-protein-INT48 000890-Thamnidium-elegans-

XP 007300083-1-hypothetical-protein-STEHIDRAFT 91418-Stereum-hirsutum-FP-91666-SS1-

KAF9960601-1-hypothetical-protein-BGZ72 006501-Mortierella-alpina-

KZV67525-1-hypothetical-protein-PENSPDRAFT 676723-Peniophora-sp-CONT-

PBK71441-1-hypothetical-protein-ARMSODRAFT 911285-Armillaria-solidipes-

KAF8723812-1-hypothetical-protein-AX14 009160-Amanita-brunnescens-Koide-BX004-

ORX50910-1-hypothetical-protein-DM01DRAFT 1324699-Hesseltinella-vesiculosa-

KAF5334269-1-hypothetical-protein-D9758 015548-Tetrapyrgos-nigripes-

CDM31866-1-Aerobactin-siderophore-biosynthesis-IucA/IucC-N-terminal-Penicillium-roqueforti-FM164-

KAG0245107-1-hypothetical-protein-BGX31 007951-Mortierella-sp-GBA43-

SJL00074-1-uncharacterized-protein-ARMOST 03386-Armillaria-ostoyae-

KAG0379431-1-hypothetical-protein-BGX24 000454-Mortierella-sp-AD032-

KNE54664-1-hypothetical-protein-AMAG 00622-Allomyces-macrogynus-ATCC-38327-

XP 031919558-1-IucC-family-domain-containing-protein-Aspergillus-pseudotamarii-

KAF8501568-1-IucC-family-domain-containing-protein-Russula-emetica-

KAF7317066-1-C2-domain-containing-protein-Mycena-chlorophos-

RIB22005-1-IucC-family-domain-containing-protein-Gigaspora-rosea-

KAF9104343-1-hypothetical-protein-BGX27 010128-Mortierella-sp-AM989-

OJJ35895-1-hypothetical-protein-ASPWEDRAFT 110084-Aspergillus-wentii-DTO-134E9-

KAG0748957-1-hypothetical-protein-G6F23 001456-Rhizopus-oryzae-

OMH81882-1-hypothetical-protein-AX774 g4656-Zancudomyces-culisetae-

GAN07669-1-conserved-hypothetical-protein-Mucor-ambiguus-
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