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Colored ranges

- galactosyltransferase

——————————————————————————————————————————————————————————————————— Cryptococcus neoformans var. neoformans JEC21 expressed protein AAW42947.1 Gancton T caon)
e Cryptococcus gattii CA1873 1314 00841 KIR68422.1 Gty e

- Malassezia globosa CBS 7966 MGL 1391 EDP43994.1  Gdaesir

‘“"—:_r ——————————————————————————————— Cryptococcus neoformans var. neoformans JEC21 conserved AAW43133.2 -

B Cryptococcus gattii CA1873 1314 03703 KIR60410.1
—— T ] Lichtheimia corymbifera JMRC FSU 9682 glycosyltransferase family 31 and 32 protein CDH58997.1 —.—.—
ffffffffffffffffffffffff Rhizopus delemar RA 99 880 RO3G 10912 EIE86201.1
ffffffffffffffffffffffff Mucor circinelloides f. lusitanicus CBS 277.49 glycosyltransferase family 31 protein OAD03602.1
Rhizopus delemar RA 99 880 RO3G 04907 EIE80202.1
Mucor circinelloides f. lusitanicus CBS 277.49 glycosyltransferase family 32 protein OAD02914.1
Rhizopus delemar RA 99 880 RO3G 04560 EIE79855.1
Mucor circinelloides f. lusitanicus CBS 277.49 glycosyltransferase family 31 protein OAD08759.1




