Table S6. Statistical significance for differences in the allele frequency of BMPR1B variant among eight

sheep populations.
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*UM: Ujimgqin; DPU: Dorper x Ujimgin; SFKU: Suffolk x Ujimgqin; SN: Sonid; MG: Mongolia; STH:
Small-tailed Han; n.s.: Non-significant; *: p < 0.05; **: p < 0.01.



