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Figure S1. Multiple sequence alignment of beta-tubulin gene of all 45 E. turcicum isolates using Clustal Omega

Reference sequence (1): BhEt_3

MView

Identities normalised by aligned length.

Colored by: identity

cov pid 1] . . . . : . . .
1 BhEt_3 100.0% 100.0% - - - s m s m e mm e e e e e e e e e e e e e e e e e mmmmmemome-
2 BeEt_2 60.7% 19.0% = mmmmmmmmmmemeeeeeoo- CTCAGTGAACTCCATCTCGTCCATACCCTCACCATGTATACCAATGCA-AGAAAGC
3 BeEt_1 60.7% 19.7% = s e e e e e e e e CTCACCATGTATACCAATGCA-AGAAAGC
4 KhEt_1 82.5% 23.5% = memmmemmmmmmmmemmmooo-oo CCTCAGTGACTCCATCTCGGTCCATACCCTCACCAGTGTACCAATGCAA--GAAAGC
5 BeEt_9 94.5% 24.6% -GCGAAAACTGGTGTGGAAATGGCCTCAGTGTACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCA--AGAAAGC
6 SaEt_7 95.0% 23.9% ---GGGGTTATGCTTGGGATCAGCCTCAGTGCACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAAGCATAAGC
7 SakEt_6 92.6% 24.3% ---GGGGTTATGCTTGGGATCAGCCTCAGTGCACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAAGCATAAGC
8 SaEt_9 93.9% 23.7% --CCCCCCCATGCCCG-CGATCAGCCTCAGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCA--AGAAAGC
9 BeEt_8 93.2% 22.9% ----CAATTAGCTTGGGAATCAGCCTCAGTGAACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA--GAAAGC
10 BeEt_6 82.5% 22.4% ------ CGTATAGCTTGGATCAG-CCTCAGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GCAAAGC
11 BeEt_5 92.9% 24.2% ------ CGTATAGCTTGGATCAG-CCTCAGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GCAAAGC
12 BhEt_7 82.5% 24.1% GTTGGTGGCCACGACTATCGATCGGCTCAGTGACTCCATCTCGTCCATGCCCTCACCAGTGTACCAATGCAA-GAAAG-C
13 BhEt_6 84.6% 23.2% GTTGGTGGCCACGACTATCGATCGGCTCAGTGACTCCATCTCGTCCATGCCCTCACCAGTGTACCAATGCAA-GAAAG-C
14 BhEt_5 88.4% 24.2% GTTGGTGGCCACGACTATCGATCGGCTCAGTGACTCCATCTCGTCCATGCCCTCACCAGTGTACCAATGCAA-GAAAG-C
15 BhEt_4 90.9% 24.9% GTTGGTGGCCACGACTATCGATCGGCTCAGTGACTCCATCTCGTCCATGCCCTCACCAGTGTACCAATGCAA-GAAAG-C
16 KhEt_2 80.3% 24.2% = memmmmmmmmmmmmmemmm—--oo GCCTCGGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAG-C
17 KaEt_1 61.0% 24.9% @ mm-mmmmmmmmmm-——---- TTCCTCAGTGAACTCCATTCTCGGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAG-C
18 KhEt_5 81.4% 25.4% @ mmemmmmmmmmmmeoo--- TCCTCAGTGAACTCCATCTTCGGTCCATACCCTTCACCAGTGTACCAATGCAA-GAAAG-C
19 KhEt_3 81.1% 24.6% @ m----mmmmmme---- GCCTTCAGTGGAACTCCGTCTTCGGTCCATACCCTTCACCAGTGTACCAATGCAA-GAAAG-C
20 KhEt_4 82.5% 25.1% @ mmmmmmmmmmmmeeeeeoe- TCAGTGAACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAG-GAAAG-C
21 KaEt_3 68.2% 24.9% @ mmmmmmmmmmemeeeee--- CCTCAGTGGAACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAG-GAAAG-C
22 BhEt_9 57.5% 24.6% = c---mmmmmmemmmm—meooo- CTCAGTTGAACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAG-C
23 BhEt_8 59.9% 25.3% = mmmmmmmmmmmmmmmmmeeeo- CTCAGTTGAACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAG-C
24 KaEt_6 82.7% 23.9% = mmmmmmmmmmmmmmmmmmmmooo- CGGTGCACTCCGTCTCGTCCATACCCTCACCTTTGTACCAATGCAA-GATAGCC
25 SaEt_5 91.0% 23.4% --GTGGTTTGCACGCTTCGGCTCGACTCAGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAGCC
26 KaEt_7 82.2% 24.1% = memmmmmmmmmmmmmemmmm--oo GCCTCAGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAGCC
27 KaEt_4 82.4% 24.1% = mmmmmmmmmmmmm—mmmmmmoo- CCTCAGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAGCC
28 KaEt_9 77.2% 24.2% @ mmemmmmmmmmmmmmmmm—o-- GCCTCAGTGCACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAGCC
29 KaEt_8 81.9% 24.1% W mmmmmmmmmmemeeeeoe- GCCTCAGTGCACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAGCC
30 BeEt_7 81.8% 23.9% = mmememmmmmmeeooo--- GGCCTCAGTTGACTCCATCTCGGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAGCC
31 BeEt_3 82.1% 23.7% = mmmmmmmmmmmmeeeeae- CCTCAGGTGAACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAGCC
32 KhEt_8 82.2% 23.8% = mmmmmmmmmmmmm—mmmooo-oo CCTCAGGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAGCC
33 KhEt_7 78.5% 23.9% = memmmmmmmmmmmmeemmmoo-oo CCTCAGGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAGCC
34 BhEt_2 61.8% 22.7% = memmmmmmmmmmmmmmmmmmmmoooo-- TCTGAACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAT -GAA-AGC
35 BhEt_1 52.4% 18.6% = ~--mmmmmmmmmmmmmmme—ooooo-- TCTGAACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAT -GAA-AGC
36 BeEt_4 83.5% 26.0% @ mmmmmmmmmmmmme e TGAACTCCGGCTCGTCCATACCCTCACCAGTGG--ACCGTGCA-TGAAGGC
37 SaEt_3 81.9% 25.0% @ mmmmmmmmmmmmmmmmmoo-- GCCTTTTGAATCCATCTTCGTCCATACCCTTCACCAGTGTACCAATGCAA-GAAAGCC
38 KhEt_9 82.7% 25.2% @ mmemmm e e eeeeeeooo- TCAGTGACTCCATCTCAGCCATACCCTCACCAGTGTACCAGTGCAA-GAAAG-C
39 SaEt_4 82.7% 25.9% = mmmmmmm e eeeeooo- TCAGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAG-C
40 SaEt_8 91.0% 25.3% -------- CTGCAGGCTGGATCGGCCTCAGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAG-C
41 KaEt_5 91.7% 25.0% @ --------- CATCAGCTGGATCGGCCTCAGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAG-C
42 KaEt_2 82.2% 25.9% = memmmmmmmmmmmmeemmmooooo GCCTCAGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAG-C
43 KhEt_6 82.5% 25.9% = mmmmmmmmmmmmmeemmm—mooo- CTCAGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAG-C
44 SaEt_2 70.8% 26.0% 0 —emmmmmmmmmmmmmmmmm—moo- CTCAGGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAG-C
45 SaEt_1 82.4% 25.9% = memmmmmmmmmmmmeemmmmmoo- CTCAGGTGACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA-GAAAG-C
CONSENSUS/LO0% et e e e e e e e e e e e e e e e e e e e e eeeeeeeeeeaaeeeeeeeeeeeeeeeeeeeeaaeaes
consensus/90% et eeiiitteetseesaneesese555555C05555555555C5555CCCTCACCAGTGTACCAATGCAS . suAAu.C
consensus/80% eeeeeeesscescanassasssss555555SACTCCUTCTCGTCCATACCCTCACCAGTGTACCAATGCAA. uuAAu.C
consensus/70% eeeeeeessseceannssessss5555USSUACTCCATCTCGTCCATACCCTCACCAGTGTACCAATGCAA.GAAAG.C
cov pid 81 . 1 . . . : .
1 BhEt_3 100.0% 100.0% =  ------------ CA CCGGGAGCGATGGTCAGGCACTGGTCGACAGGTCCTCGACGTCGTCCGCCGTGAGGCCGAGGG
2 BeEt_2 60.7% 19.0% CTTGCGTCGGAACATGGCAGTGAACTGCTCACCAACACGCT TGAAGAGCTCCTGAATAGAAGTGGAGT TTCCGATGAAGG
3 BeEt_1 60.7% 19.7% CTTGCGTCGGAACATGGCAGTGAACTGCTCACCAACACGCT TGAAGAGCTCCTGAATAGAAGTGGAGT TTCCGATGAAGG
4 KhEt_1 82.5% 23.5% CTTGCGTCGGAACATGGCAGTGAACTGGTCACCGACACGCT TGAAAAGCTCCTGGATGGAGGTGGAGT TTCCGACGA-GG
5 BeEt_9 94.5% 24.6% CTTGCGACGGAACATGACGGTGAACTGCTCACCGACACGCT TGAAGAGCTCCTGGATGGAGGTGGAGT TACCGATGAAGG
6 SaEt_7 95.0% 23.9% CTTGCGACGGAACATGACGGTGAACTGCTCACCGACACGCT TGAAGAGCTCCTGGATGGAGGTGGAGT TACCGATGAAGG
7 SakEt_6 92.6% 24.3% CTTGCGACGGAACATGACGGTGAACTGCTCACCGACACGCT TGAAGAGCTCCTGGATGGAGGTGGAGT TACCGATGAAGG
8 SaEt_9 93.9% 23.7% CTTGCGACGGAACATGACGGTGAACTGCTCACCGACACGCT TGAAGAGCTCCTGGATGGAGGTGGAGT TACCGATGAAGG
9 BeEt_8 93.2% 22.9% CTTGCGACGGAACATGACGGTGAACTGCTCACCGACACGCTTGAAGAGCTCCTGGATGGAGGTGGAGT TACCGATGAAGG
10 BeEt_6 82.5% 22.4% CTTGCGACGGAACATGACGGTGAACTGCTCACCGACACGCT TGAAGAGCTCCTGGATGGAGGTGGAGT TACCGATGAAGG
11 BeEt_5 92.9% 24.2% CTTGCGACGGAACATGACGGTGAACTGCTCACCGACACGCT TGAAGAGCTCCTGGATGGAGGTGGAGT TACCGATGAAGG
12 BhEt_7 82.5% 24.1% CTTGCGCCTGAACATGGCAGTGAACTGGTCGCCGACACGCT TGAAGAGCTCCTGGATGGAGGTCGAGT TACCGACGAAGG
13 BhEt_6 84.6% 23.2% CTTGCGCCTGAACATGGCAGTGAACTGGTCGCCGACACGCT TGAAGAGCTCCTGGATGGAGGTCGAGT TACCGACGAAGG
14 BhEt_5 88.4% 24.2% CTTGCGCCTGAACATGGCAGTGAACTGGTCGCCGACACGCT TGAAGAGCTCCTGGATGGAGGTCGAGT TACCGACGAAGG
15 BhEt_4 90.9% 24.9% CTTGCGCCTGAACATGGCAGTGAACTGGTCGCCGACACGCT TGAAGAGCTCCTGGATGGAGGTCGAGT TACCGACGAAGG
16 KhEt_2 80.3% 24.2% CTTGCGCCGGAACATGGCAGTGAACTGGTCACCGACACGCTCGGAGAGCTCCTGGATGGAGGTCGAGT TACCGACAAAGG
17 KaEt_1 61.0% 24.9% CTTGCGCCTGAACATGGCAGTGAACTGGTCACCGACACGCT TGAAGAGCTCCTGGATGGAGGTCGAGT TACCGACGAAGG
18 KhEt_5 81.4% 25.4% CTTGTGCCTGAACATGGCAGTGAACTGGTCACCGACACGCTTGAAGAGCTCCTGGATGGAGGTCGAGT TACCGACGAAGG
19 KhEt_3 81.1% 24.6% CTTGCGCCTGAACATGGCAGTGAACTGGTCACCGACACGCT TGAAGAGCTCCTGGATGGAGGTCGAGT TACCGACGAAGG
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20 KhEt_4 82.5%
21 KaEt_3 68.2%
22 BhEt_9 57.5%
23 BhEt_8 59.9%
24 KaEt_6 82.7%
25 SaEt_5 91.0%
26 KaEt_7 82.2%
27 KaEt_4 82.4%
28 KaEt_9 77 .2%
29 KaEt_8 81.9%
30 BeEt_7 81.8%
31 BeEt_3 82.1%
32 KhEt_8 82.2%
33 KhEt_7 78.5%
34 BhEt_2 61.8%
35 BhEt_1 52.4%
36 BeEt_4 83.5%
37 SaEt_3 81.9%
38 KhEt_9 82.7%
39 SakEt_4 82.7%
40 SaEt_8 91.0%
41 KaEt_5 91.7%
42 KaEt_2 82.2%
43 KhEt_6 82.5%
44 SaEt_2 70.8%
45 SaEt_1 82.4%
consensus/100%
consensus/90%
consensus/80%
consensus/70%
cov
1 BhEt_3 100.0%
2 BeEt_2 60.7%
3 BeEt_1 60.7%
4 KhEt_1 82.5%
5 BeEt_9 94.5%
6 SaEt_7 95.0%
7 SaEt_6 92.6%
8 SaEt_9 93.9%
9 BeEt_8 93.2%
10 BeEt_6 82.5%
11 BeEt_5 92.9%
12 BhEt_7 82.5%
13 BhEt_6 84.6%
14 BhEt_5 88.4%
15 BhEt_4 90.9%
16 KhEt_2 80.3%
17 KaEt_1 61.0%
18 KhEt_5 81.4%
19 KhEt_3 81.1%
20 KhEt_4 82.5%
21 KaEt_3 68.2%
22 BhEt_9 57.5%
23 BhEt_8 59.9%
24 KaEt_6 82.7%
25 Sakt_5 91.0%
26 KaEt_7 82.2%
27 KaEt_4 82.4%
28 KaEt_9 77.2%
29 Kakt_8 81.9%
30 BeEt_7 81.8%
31 BeEt_3 82.1%
32 KhEt_8 82.2%
33 KhEt_7 78.5%
34 BhEt_2 61.8%
35 BhEt_1 52.4%
36 BeEt_4 83.5%
37 Sakt_3 81.9%
38 KhEt_9 82.7%
39 Sakt_4 82.7%
40 SaEt_8 91.0%
41 KaEt_5 91.7%
42 KaEt_2 82.2%
43 KhEt_6 82.5%
44 SaEt_2 70.8%
45 SaEt_1 82.4%
consensus/100%
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CTTGCGCCTGAACATGGCCGTGAACTGGTCACCGACACGCTAGAAGAGCTCCTGGATGGAGGTCGAGT TACCGACCAAGG
CTTGCGCCTGAACATGGCAGTGAACTGGTCACCGACACGCTCGAAGAGCTCCTGGATGGAGGTCGAGT TACCGACGAAGG
CTTGCGCCTGAACATGGCAGTGAACTGGTCACCGACACGCTTGAAGAGCTCCTGGATGGAGGTCGAGT TACCGACGAAGG
CTTGCGCCTGAACATGGCAGTGAACTGGTCACCGACACGCTTGAAGAGCTCCTGGATGGAGGTCGAGT TACCGACGAAGG
-TTGCGTCGGAACATAGCAGTAAACTGCTCGCCAACACGCTTGAAAAGCTCCTGGATAGAGGTGGAGT TTCCAATAAAGG
T-TGGAACGGAACATAGCAGTAAACTGCTCGCCAACACGCTTGAAAAGCTCCTGGATAGAGGTGGAGT TTCCAATAAAGG
T-TGCGTCGGAACATAGCAGTAAACTGCTCGCCAACACGCT TGAAAAGCTCCTGGATAGAGGTGGAGT TTCCAATAAAGG
T-TGCGTCGGAACATAGCAGTAAACTGCTCGCCAACACGCTTGAAAAGCTCCTGGATAGAGGTGGAGT TTCCAATAAAGG
TTGTTGTCGGAACATAGCAGTAAACTGCTCGCCAACACGCT TGAAAAGCTCCTGGATAGAGGTGGAGT TTCCAATAAAGG
TTGTTGTCGGAACATAGCAGTAAACTGCTCGCCAACACGCT TGAAAAGCTCCTGGATAGAGGTGGAGT TTCCAATAAAGG
T-TGCGTCGGAACATAGCAGTAAACTGCTCGCCAACACGCT TGAAAAGCTCCTGGATAGAGGTGGAGT TTCCAATAAAGG
T-TGCGTCGGAACATAGCAGTAAACTGCTCGCCAACACGCT TGAAAAGCTCCTGGATAGAGGTGGAGT TTCCAATAAAGG
T-TGCGTCGGAACATAGCAGTAAACTGCTCGCCAACACGCTTGAAAAGCTCCTGGATAGAGGTGGAGT TTCCAATAAAGG
T-TGCGTCGGAACATAGCAGTAAACTGCTCGCCAACACGCTTGAAAAGCTCCTGGATAGAGGTGGAGT TTCCAATAAAGG
CTTGCTCCTGAACATGGCAGTGAACTGGTCAGCGACACGCTTGAACAGCTCCTGGATGGAGGTCGAGT TACCAACGAAGG
CTTGCTCCTGAACATGGCAGTGAACTGGTCAGCGACACGCTTGAACAGCTCCTGGATGGAGGTCGAGT ----=-=-=-===-~
CTTGCGGCTGACCATGGGCCTGAACTGGTCAGCGACACGCT TGAACAGCTCCTGGATGGAGGTCGAGT TACCAACGAAGG
TTGAATACTGAACATGGCAGTGAACTGGTCACCGACACGCTTGAATATCTCCTGAATGGAGGTCGAGT TACCGACGAAGG
CTTGCGCCTGAACATGGCAGTGAACTGGTCACCAACACGCT TGAAGAGCTCCTGGATGGAGGTCGAGT TACCGACGAAGG
CTTGCGCCTGAACATGGCAGTGAACTGGTCACCGACACGCT TGAACAGCTCCTGGATGGAGGTCGAGT TACCAACGAAGG
CTTGCGCCTGAACATGGCAGTGAACTGGTCACCGACACGCT TGAAGAGCTCCTGAATGGAGGTCGAGT TACCGACGAAGG
CTTGCGCCTGAACATGGCAGTGAACTGGTCACCGACACGCTTGAAGAGCTCCTGAATGGAGGTCGAGT TACCGACGAAGG
CTTGCGCCTGAACATGGCAGTGAACTGGTCACCGACACGCTTGAACAGCTCCTGGATCGAGGTCGAGT TACCGACGAAGG
CTTGCGCCTGAACATGGCAGTGAACTGGTCACCGACACGCTTGAACAGCTCCTGGATCGAGGTCGAGT TACCGACGAAGG
CTTGCGCCTGAACATGGCAGTGAACTGGTCACCGACACGCTTGAACAGCTCCTGGATCGAGGTCGAGT TACCGACGAAGG
CTTGCGCCTGAACATGGCAGTGAACTGGTCACCGACACGCTTGAACAGCTCCTGGATCGAGGTCGAGT TACCGACGAAGG
............ CATssssssUAUCsSUSSSSSSUUCACSSSSSUASASSTCCTSUASSSSUSSSGSSS e e eeeenens
S.TGsusCsGAACATuuCuGTuAACTGs TCuCCuACACGCT TGAASAGCTCCTGUATUGAGGT sGAGT TsCCuAsuAAGG
sTTGCGsCsGAACATUGCuGTuUAACTGs TCuCCuACACGCT TGAASAGCTCCTGGATUGAGGTsGAGT TsCCuAsuAAGG
CTTGCGsCsGAACATGGCAGTGAACTGSs TCuCCGACACGCT TGAAUAGCTCCTGGATUGAGGT sGAGT TsCCuAsGAAGG

. . . 2 . . . .
CTGCGACTGCCTCCAGGGCT TCCAGATCACCCACTCCCTCGGTGGTGGAACCGGTGCCGGTATGGGTAC----TCTCCTC
TCGAAGACATCGTAAGTCCTCGGGG-----=-=-=======~ AGGGATGGCACAAAGGGCTGTCTGGATGTTGTTGGGAATC
TCGAAGACATCGTAAGTCCTCGGGG----=-=-========= AGGGATGGCACAAAGGGCTGTCTGGATGTTGTTGGGAATC
TGGAGGACATCTTGAGGCCCCGGGG---=-=-========== AGAAACGGACCAAAGGGGGGTCGGGAGTTTTTTGGGGATC
TAGAAGACATCTTGAGGCCACGGGG-----=-=-=======~ AGGAATGGCGCAGAGAGCGGTCTGGATGTTGTTGGGAATC
TAGAAGACATCTTGAGGCCACGGGG-----=-=-=-======-- AGGAATGGCGCAGAGAGCGGTCTGGATGTTGTTGGGAATC
TAGAAGACATCTTGAGGCCACGGGG-----=-=-=-======-- AGGAATGGCGCAGAGAGCGGTCTGGATGTTGTTGGGAATC
TAGAAGACATCTTGAGGCCACGGGG--~---=-=-=-=-=-===-=-~ AGGAATGGCGCAGAGAGCGGTCTGGATGTTGTTGGGAATC
TAGAAGACATCTTGAGGCCACGGGG-----=-=-=-=-=-===-=-~ AGGAATGGCGCAGAGAGCGGTCTGGATGTTGTTGGGAATC
TAGAAGACATCTTGAGGCCACGGGG-----=-==-======~ AGGAATGGCGCAGAGAGCGGTCTGGATGTTGTTGGGAATC
TAGAAGACATCTTGAGGCCACGGGG----=-=-========-~ AGGAATGGCGCAGAGAGCGGTCTGGATGTTGTTGGGAATC
TGGAGGACATCTTGAGGCCGCGGGG---~-=-========== AGGAACGGAGCAGAGGGCGGTCTGGACGTTGTTGGGGATC
TGGAGGACATCTTGAGGCCGCGGGG----=-=-========-= AGGAACGGAGCAGAGGGCGGTCTGGACGTTGTTGGGGATC
TGGAGGACATCTTGAGGCCGCGGGG------=-=======-- AGGAACGGAGCAGA---------====c-cmom- GGGATC
TGGAGGACATCTTGAGGCCGCGGGG------=--======-- AGGAACGGAGCAGAGGGCGGTCTGGACGTTGTTGGGGATC
TCGAGGACATCTTGAGGCCGCGAGG--------=====-- AGGAACGGAGCAGAGAGCGGTCTGGACGTTGTTGGGGATC
TGGAGGACATCTTGAGGCCGCGGGG-=-=-=-=-=-==-=-=====-= AGGAACGGAGCAGAGGGCGGTCTGGACGTTGTTGGGGATC
TGGAGGACATCTTGAGGCCGCGGGG---=-=-========== AGGAACGGAGCAGAGGGCGGTCTGGACGTTGTTGGGGATC
TGGAGGACATCTTGAGGCCGCGGGG---~-=-========== AGGAACGGAGCAGAGGGCGGTCTGGACGTTGTTGGGGATC
TGGAGGACATCTTGAGGCCGCGGGG---=-=-=========~ AGGAACGGAGCATAGGGCGGTCTGGACGTTGTTGGGGATC
TGGAGGACATCTTGAGGCCGCGGGG---~-=-========== GGGAACGGAGCAGAGGGCGGTCTGGACGTTGTTGGGGATC
TGGAGGACATCTTGAGGCCGCGGGG----=-=-========~ AGGAACGGAGCAGAGGGCGGTCTGGACGTTGTTGGGGATC
TGGAGGACATCTTGAGGCCGCGGGG------=-=======-- AGGAACGGAGCAGAGGGCGGTCTGGACGTTGTTGGGGATC
TAGAGGACATAGTAAGTCCCCGAGG-----=-=-=-======-- AGGAATAGCGCAGAGAGCGGTCTGGATGTTGTTAGGGATC
TAGAGGACATAGTAAGTCCCCGAGG------=-=-=-=-====-- AGGAATAGCGCAGAGAGCGGTCTGGATGTTGTTAGGGATC
TAGAGGACATAGTAAGTCCCCGAGG-------=-======-- AGGAATAGCGCAGAGAGCGGTCTGGATGTTGTTAGGGATC
TAGAGGACATAGTAAGTCCCCGAGG--=---=-===-=====~= AGGAATAGCGCAGAGAGCGGTCTGGATGTTGTTAGGGATC
TAGAGGACATAGTAAGTCCCCGAGG-----=-========~ AGGAATAGCGCAGAGAGCGGTCTGGATGTTGTTAGGGATC
TAGAGGACATAGTAAGTCCCCGAGG----------==---~ AGGAATAGCGCAGAGAGCGGTCTGGATGTTGTTAGGGATC
TAGAGGACATAGTAAGTCCCCGAGG-----=-========= AGGAATAGCGCAGAGAGCGGTCTGGATGTTGTTAGGGATC
TAGAGGACATAGTAAGTCCCCGAGG----=-=-========= AGGAATAGCGCAAAGAGCGGTCTGGATGTTGTTAGGGATC
TAGAGGACATAGTAAGTCCCCGAGG-----=-=-=======- AGGAATAGCGCAGAGAGCGGTCTGGATGTTGTTAGGGATC
TAGAGGACATAGTAAGTCCCCGAGG------=-=-======-- AGGAATAGCGCAGAGAGCGGTCTGGATGTTGTTAGGGATC
TGGAGGACATCTTCAGGCCGCGGGG--------======-- AGGGATGGAGCAGAGGGCGGTCTGAACGTTGTTGGGGATC
--------------------------------------------------------------- TAACGTTGTTGGGGATC
TAGAGGACATCTTCAGGCCGCGGGG--=---=-==-=--==---- AGGGATGGAGCAGAGGGCGGTCTGAACGTTGTTGGGGATC
TGGAGGACATCTTCAGGCCACGAGG----=-=========- AGGAATGGAGCAGAGGGCGGTCTGGACATTGTTGGGGATC
TGGAGGACATCTTCAGGCCGCGAGG---~-=-========== AGGAATGGAGCAAAGAGCGGTCTGGACGTTGTTGGGGATC
TAGAGGACATCTTCAGGCCGCGGGG---=-=-========== AGGGATGGAGCAGAGGGCGGTCTGAACGTTGTTGGGGATC
TGGAGGACATCTTCAGGCCACGAGG----=-========== AGGAATGGAGCAGAGGGCAGTCTGGACATTGTTGGGGATC
TGGAGGACATCTTCAGGCCACGAGG-----=-========= AGGAATGGAGCAGAGGGCAGTCTGGACATTGTTGGGGATC
TGGAGGACATCTTGAGGCCGCGAGG------=--======-- AGGAATGGAGCAGAGGGCGGTCTGCACATTGTTGGGGATC
TGGAGGACATCTTGAGGCCGCGAGG--------====-=-- AGGAATGGAGCAGAGGGCGGTCTGCACATTGTTGGGGATC
TGGAGGACATCTTGAGGCCGCGAGG------=--======-- AGGAATGGAGCAGAGGGCGGTCTGCACATTGTTGGGGATC
TGGAGGACATCT TGAGGCCGCGAGG--=--=-=-===-=====-= AGGAATGGAGCAGAGGGCGGTCTGCACATTGTTGGGGATC
I L L R LS
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consensus/90%
consensus/80%
consensus/70%
cov
1 BhEt_3 100.0%
2 BeEt_2 60.7%
3 BeEt_1 60.7%
4 KhEt_1 82.5%
5 BeEt_9 94.5%
6 SaEt_7 95.0%
7 SaEt_6 92.6%
8 SaEt_9 93.9%
9 BeEt_8 93.2%
10 BeEt_6 82.5%
11 BeEt_5 92.9%
12 BhEt_7 82.5%
13 BhEt_6 84.6%
14 BhEt_5 88.4%
15 BhEt_4 90.9%
16 KhEt_2 80.3%
17 Kakt_1 61.0%
18 KhEt_5 81.4%
19 KhEt_3 81.1%
20 KhEt_4 82.5%
21 KaEt_3 68.2%
22 BhEt_9 57.5%
23 BhEt_8 59.9%
24 KaEt_6 82.7%
25 SakEt_5 91.0%
26 Kakt_7 82.2%
27 KaEt_4 82.4%
28 KaEt_9 77.2%
29 KaEt_8 81.9%
30 BeEt_7 81.8%
31 BeEt_3 82.1%
32 KhEt_8 82.2%
33 KhEt_7 78.5%
34 BhEt_2 61.8%
35 BhEt_1 52.4%
36 BeEt_4 83.5%
37 SakEt_3 81.9%
38 KhEt_9 82.7%
39 SaEt_4 82.7%
40 SaEt_8 91.0%
41 KaEt_5 91.7%
42 KaEt_2 82.2%
43 KhEt_6 82.5%
44 SaEt_2 70.8%
45 SaEt_1 82.4%
consensus/100%
consensus/90%
consensus/80%
consensus/70%
cov
1 BhEt_3 100.0%
2 BeEt_2 60.7%
3 BeEt_1 60.7%
4 KhEt_1 82.5%
5 BeEt_9 94.5%
6 SaEt_7 95.0%
7 SakEt_6 92.6%
8 SaEt_9 93.9%
9 BeEt_8 93.2%
10 BeEt_6 82.5%
11 BeEt_5 92.9%
12 BhEt_7 82.5%
13 BhEt_6 84.6%
14 BhEt_5 88.4%
15 BhEt_4 90.9%
16 KhEt_2 80.3%
17 KaEt_1 61.0%
18 KhEt_5 81.4%
19 KhEt_3 81.1%
20 KhEt_4 82.5%
21 KaEt_3 68.2%
22 BhEt_9 57.5%

25.
24.
25.
24.
24.

pid

.3%
.9%
4%
.1%

pid
.0%
.0%
7%
.5%
.6%
.9%
.3%
7%
.9%
4%
.2%
L1%
2%
2%
.9%
2%
.9%
4%
6%
1%
9%
6%

241

321

MView
SGAUGACATssTSAGSCCSCGUGG. - v v v v vvvvennnn AGGUASuUGSsuUCAUAGUGCUGTCTGsAsuTTGT TuGGUATC
UGAUGACATSssTUAGSCCSCGUGG. . o ¢ v v oo v s o .. . AGGAASUGSGCAGAGUGCGGTCTGGASUTTGTTUGGUATC
UGAGGACATCTTUAGGCCSCGUGG. .. ¢ v vvevv s« . . AGGAASGGSGCAGAGUGCGGTCTGGASGT TGTTGGGGATC
: . 3 . .

ATCTCCAAGATCCGCGAGGAGT TCCCCGACCGCATGATGGCCACCT - === === mmmm o oo mmm oo e e oo -
CATTCAACGAAGTAAGAAGAGT TCTTGTTCTGGACGT TGCGCATCTGATCCTCGACCTCCTTCATAGCGACACGGCCACG
CATTCAACGAAGTAAGAAGAGT TCTTGTTCTGGACGT TGCGCATCTGATCCTCGACCTCCTTCATAGCGACACGGCCACG
CCCTCACCAAATTAGAAGAATTTCTGGTTCTGGACTTTGCGCACCTGGCCCTCACCCTCCTTCTGGGAGACCTTCCACGG
CACTCAACGAAGTAAGAGGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACCTTACCACG
CACTCAACGAAGTAAGAGGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACCTTACCACG
CACTCAACGAAGTAAGAGGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACCTTACCACG
CACTCAACGAAGTAAGAGGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACCTTACCACG
CACTCAACGAAGTAAGAGGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACCTTACCACG
CACTCAACGAAGTAAGAGGAGT TCTTGTTCTGGACGTTGCGCATCTGGTCCTCGACCTCCTTCATGGCGACCTTACCACG
CACTCAACGAAGTAAGAGGAGT TCTTGTTCTGGACGTTGCGCATCTGGTCCTCGACCTCCTTCATGGCGACCTTACCACG
CACTCAACGAAGTAGGAAGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGAGACCTTACCACG
CACTCAACGAAGTAGGAAGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGAGACCTTACCACG
CACTCAACGAAGTAGGAAGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGAGACCTTACCACG
CACTCAACGAAGTAGGAAGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGAGACCTTACCACG
CACTCAACGAAGTAGGAGGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCAACCTCCTTCATGGAAACCTTACCACG
CACTCAACGAAGTACGAGGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCAACCTCCTTCATGGAGACCTTACCACG
CACTCAACGAAGTACGAGGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCAACCTCCTTCATGGAGACCTTACCACG
CACTCAACGAAGTACGAGGAGT TCTTGTTCTGGACGTTGCGCATCTGGTCCTCAACCTCCTTCATGGAGACCTTACCACG
CACTCAACGAAGTATGAGGAGT TCTTGTTCTGGACGTTGCGCATCTGGTCCTCAACCTCCTTCATGGAGACCTTACCACG
CACTCAACGAATTACGAGGAGT TCTTGTTCTGGACATTGCGCATCTGGTCCTCGACCTCCTTCATGGAGACCTTACCGCG
CACTCAACGAAGTACGAGGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCAACCTCCTTCATGGAGACCTTACCACG
CACTCAACGAAGTACGAGGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCAACCTCCTTCATGGAGACCTTACCACG
CACTCGACGAAGTAAGATGAGT TCTTGTTCTGAACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACGCGGCCACG
CACTCGACGAAGTAAGATGAGT TCTTGTTCTGAACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACGCGGCCACG
CACTCGACGAAGTAAGATGAGT TCTTGTTCTGAACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACGCGGCCACG
CACTCGACGAAGTAAGATGAGT TCTTGTTCTGAACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACGCGGCCACG
CACTCGACGAAGTAAGATGAGT TCTTGTTCTGAACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACGCGGCCACG
CACTCGACGAAGTAAGATGAGT TCTTGTTCTGAACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACGCGGCCACG
CACTCGACGAAGTAAGATGAGT TCTTGTTCTGAACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACGCGGCCACG
CACTCGACGAAGTAAGATGAGT TCTTGTTCTGAACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACGCGGCCACG
CACTCGACGAAGTAAGATGAGT TCTTGTTCTGAACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACGCGGCCACG
CACTCGACGAAGTAAGATGAGT TCTTGTTCTGAACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGCGACGCGGCCACG
CACTCAACGAAGTATGAGGAG T TCTTGTTCTGGACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGAGACCTTACCACG
CACTCAACGAAGTATGAGGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGAGACCTTACCACG
CACTCAACGAAGTATGAGGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGAGACCTTACCACG
CACTCAACAAAGTAGGAAGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCAACCTCCTTCATGGAGACCTTACCGCG
CACTCAACGAAGTAGGACGAGT TCTTGTTCTGGACGTTGCGCATCTGGTCCTCAACCTCCTTCATGGAGACCTTGCCACG
CACTCAACGAAGTATGAGGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCGACCTCCTTCATGGAGACCTTACCACG
CACTCAACAAAGTAGGAAGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCAACCTCCTTCATGGAGACCTTACCGCG
CACTCAACAAAGTAGGAAGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCAACCTCCTTCATGGAGACCTTACCGCG
CACTCAACGAAGTAGGAAGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCAACCTCCTTCATCGAGACCTTACCGCG
CACTCAACGAAGTAGGAAGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCAACCTCCTTCATCGAGACCTTACCGCG
CACTCAACGAAGTAGGAAGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCAACCTCCTTCATCGAGACCTTACCGCG
CACTCAACGAAGTAGGAAGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCAACCTCCTTCATCGAGACCTTACCGCG
555TCsSSUASSSUSUASUASTTCSSSSSCSGSASSSTGSSCASCT ottt iieeeeeeeeecococaoasssannnnns
CACTCUACGAAGTASGASGAGT TCTTGTTCTGUACGT TGCGCATCTGGTCCTCUACCTCCTTCATSGSGACsssuCCuCG
CACTCUACGAAGTASGASGAGT TCTTGTTCTGUACGT TGCGCATCTGGTCCTCUACCTCCTTCATGGSGACSssuCCuCG
CACTCAACGAAGTAUGAUGAGT TCTTGTTCTGGACGT TGCGCATCTGGTCCTCUACCTCCTTCATGGSGACCT TUCCACG

. : . . 4
GCTGTTCAAAGTCAGTAAATAATTTCC-------- ATGCGCAAATCGGGTTCACTCACAAAATGGCCGAGCAGGTCAGGT
GCTGTTCAAAGTCAGTAAATAATTTCC-------- ATGCGCAAATCGGGTTCACTCACAAAATGGCCGAGCAGGTCAGGT
AAG-= === == e TGGGCAGAGCGGGTCAGGT

GCTATTGAACATAATTAGCATTGAGACTCAACCAGATTTTATCTGTCATATGACTTACAAGATGGCACAGCAGGTCAGGT
GCTATTGAACATAATTAGCATTGAGACTCAACCAGATTTTATCTGTCATATGACTTACAAGATGGCACAGCAGGTCAGGT
GCTATTGAACATAATTAGCATTGAGACTCAACCAGATTTTATCTGTCATATGACTTACAAGATGGCACAGCAGGTCAGGT
GCTATTGAACATAATTAGCATTGAGACTCAACCAGATTTTATCTGTCATATGACTTACAAGATGGCACAGCAGGTCAGGT
GCTATTGAACATAATTAGCATTGAGACTCAACCAGATTTTATCTGTCATATGACTTACAAGATGGCACAGCAGGTCAGGT
GCTATTGAACATAATTAGCATTGAGACTCAACCAGATTTTATCTGTCATATGACTTACAAGATGGCACAGCAGGTCAGGT
GCTATTGAACATAATTAGCATTGAGACTCAACCAGATTTTATCTGTCATATGACTTACAAGATGGCACAGCAGGTCAGGT

GAA - = - - o GTAGGCAGAGCAAGTCAGGT
T e GTAGGCAGAGCAAGTCAGGT
T o Sy GTAGGCAGAGCAAGTCAGGT
GAA == == = - e e e eaees e mmesaessassssssasasaeas GTAGGCAGAGCAAGTCAGGT
GAA - - - = e e GTAGGCAGAGCAGGTGAGGT
GAA - - - m - e GTAGGCAGAGCAGGTCAGGT
GAA - - - m - o e GTAGGCAGAGCAGGTCAGGT
GAA - - - - o e GTAGGCAGAGCAGGTCAGGT
GAA - - - m - o e GTAGGCAGAGCAGGTCAGGT
GAA - = - m - o o GTAGGCCGAGCAGGTCAGGT
T e GTAGGCAGAGCAGGTCAGGT
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23
24

WOoONAOAUVTDEA WNR

BhEt_8 59.9%
KakEt_6 82.7%
Sakt_5 91.0%
KaEt_7 82.2%
KaEt_4 82.4%
KaEt_9 77 .2%
KaEt_8 81.9%
BeEt_7 81.8%
BeEt_3 82.1%
KhEt_8 82.2%
KhEt_7 78.5%
BhEt_2 61.8%
BhEt_1 52.4%
BeEt_4 83.5%
SaEt_3 81.9%
KhEt_9 82.7%
SakEt_4 82.7%
SaEt_8 91.0%
KaEt_5 91.7%
KaEt_2 82.2%
KhEt_6 82.5%
SaEt_2 70.8%
SaEt_1 82.4%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov
BhEt_3 100.0%
BeEt_2 60.7%
BeEt_1 60.7%
KhEt_1 82.5%
BeEt_9 94.5%
SaEt_7 95.0%
SaEt_6 92.6%
SaEt_9 93.9%
BeEt_8 93.2%
BeEt_6 82.5%
BeEt_5 92.9%
BhEt_7 82.5%
BhEt_6 84.6%
BhEt_5 88.4%
BhEt_4 90.9%
KhEt_2 80.3%
KaEt_1 61.0%
KhEt_5 81.4%
KhEt_3 81.1%
KhEt_4 82.5%
KakEt_3 68.2%
BhEt_9 57.5%
BhEt_8 59.9%
KaEt_6 82.7%
SaEt_5 91.0%
KaEt_7 82.2%
KaEt_4 82.4%
KaEt_9 77 .2%
KaEt_8 81.9%
BeEt_7 81.8%
BeEt_3 82.1%
KhEt_8 82.2%
KhEt_7 78.5%
BhEt_2 61.8%
BhEt_1 52.4%
BeEt_4 83.5%
SaEt_3 81.9%
KhEt_9 82.7%
Sakt_4 82.7%
SaEt_8 91.0%
KaEt_5 91.7%
KaEt_2 82.2%
KhEt_6 82.5%
SaEt_2 70.8%
SaEt_1 82.4%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

.3%
.9%
.4%

.9%

.1%
.2%
1%
.9%
7%

401

MView
(Y e LT GTAGGCAGAGCAGGTCAGGT
(Y e GATGGCTTAACAGGTCAGGT
(Y e L L P GATGGCAGAACAGGTCAGGT
(oY e e L L L P GATGGCAGAACAGGTCAGGT
(oY e L L P GATGGCAGAACAGGTCAGGT
(Y e L e GATGGCAGAACAGGTCAGGT
(Y e e L e GATGGCAGAACAGGTCAGGT
(Y e T T e GATGGCAGAACAGGTCAGGT
(Y e L L e GATGGCAGAACAGGTCAGGT
GAA- - - - = e e e e m e e e e e e e e GATGGCAGAACAGGTCAGGT
GAA- - - = = mm e e e e e e e e e e e e e e e e GATGGCAGAACAGGTCAGGT
(Y e e L L P P GTAGGCAGAGCAGGTCAGGT
(oY e e L L P GTAGGCAGAGCAGGTCAGGT
(oY e e e L L P GTAGGCAGAGCAGGTCAGGT
(oY e L L P GTAGGCGGAGCAGGTCAGGT
(0 Y e e L e GTAGGCAGAGCAGGTCAGGT
(Y e T T e GTAGGCAGAGCAGGTCAGGT
(Y e T T e GTAGGCGGAGCAGGTCAGGT
(Y e e T GTAGGCGGAGCAGGTCAGGT
(Y e LT GTAGGCGGAGCAGGTCAGGT
(Y e GTAGGCGGAGCAGGTCAGGT
GAA-------eeeeeeeeeeeeeeeeeeeeeeeeeeeeemeeeceececeoeoe- GTAGGCGGAGCAGGTCAGGT
(oY e e e L L P GTAGGCGGAGCAGGTCAGGT
G55 e et eneeoeeesoeaesoessoosasooessoeascsossssasssssssssnssss GssGGCssAuCAuGTCAGG
G55 e et eeeeoeeesoeassoeassasassasssoasssaesssassssassssassss GssGGCuGAuCAGG T CAGG
Y P Gs sGGCAGAGCAGG T CAGG

--------------------------------------------------- CTCCGTTGTGCCCTCCCCCAAGGTCT -~
AGCGACCATTGCGGAAGTCCGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGTTGGGTCAACTCAGGAACGCTGACA
AGCGACCATTGCGGAAGTCCGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGTTGGGTCAACTCAGGAACGCTGACA
AACGACCGTTGCGGAA-TTCGAAACAGCCTTCAGTTTCTGGGGGTCAAACATCTGCTGGGTGACCTCGGAAACCTTGACG
AGCGACCGTTGCGGAAGTCAGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACG
AGCGACCGTTGCGGAAGTCAGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACG
AGCGACCGTTGCGGAAGTCAGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACG
AGCGACCGTTGCGGAAGTCAGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACG
AGCGACCGTTGCGGAAGTCAGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACG
AGCGACCGTTGCGGAAGTCAGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACG
AGCGACCGTTGCGGAAGTCAGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACG
AACGACCGTTGCGGAAGTCAGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGGACGGTGACG
AACGACCGTTGCGGAAGTCAGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGGACGGTGACG
AACGACCGTTGCGGAAGTCAGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGGACGGTGACG
AACGACCGTTGCGGAAGTCAGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGGACGGTGACG
AACGACCGTTGCGGAAGTCAGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGAACGGTGACG
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGAACAGTGACG
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGAACAGTGACG
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGAACAGTGACG
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGAACAGTGACG
AACGACCGTTGCGGAAGTCAGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGAACAGTGACG
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGAACA- - -~~~
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGAACAGTGACG
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACA
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACA
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACA
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACA
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACA
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACA
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACA
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACA
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACA
AACGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTCAGCTCAGGAACGCTGACA
AGCGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGAACGGTGACG
AGCGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGAACGGTGACG
AGCGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGAACGGTGACG
AGCGACCGTTGCGGAAGTCGGAGGCGGCCATCATGTTCTTGGGATCGAACATTTGCTGGGTGAGCTCGGGAACGGTGACG
AGCGACCGTTGCGGAAGTCGGAGGCAGCCATCATGTTCTTGGGGTCGAACATTTGCTGGGTGAGCTCGGGAACGGTGACG
AGCGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATCTGCTGGGTGAGCTCGGGAACGGTGACG
AGCGACCGTTGCGGAAGTCGGAGGCGGCCATCATGTTCTTGGGGTCGAACATTTGCTGGGTGAGCTCGGGAACGGTGACG
AGCGACCGTTGCGGAAGTCGGAGGCGGCCATCATGTTCTTGGGGTCGAACATTTGCTGGGTGAGCTCGGGAACGGTGACG
AGCGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATTTGCTGGGTGAGCTCGGGAACGGTGACG
AGCGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATTTGCTGGGTGAGCTCGGGAACGGTGACG
AGCGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATTTGCTGGGTGAGCTCGGGAACGGTGACG
AGCGACCGTTGCGGAAGTCGGAAGCAGCCATCATGTTCTTGGGGTCGAACATTTGCTGGGTGAGCTCGGGAACGGTGACG
................................................... 515s5555G155SCTCsSSSASS. ...
AuCGACCGT TGCGGAAGTCuGAUGCAGCCATCATGT TCTTGGGGTCGAACATsTGCTGGGTsAGCTCuGGUACusTGACu
AuCGACCGT TGCGGAAGTCuGAAGCAGCCATCATGT TCTTGGGGTCGAACATCTGCTGGGTsAGCTCuGGAACGSs TGACuU
AuCGACCGT TGCGGAAGTCuGAAGCAGCCATCATGT TCTTGGGGTCGAACATCTGCTGGGTsAGCTCuGGAACGSs TGACuU
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cov
1 BhEt_3 100.0%
2 BeEt_2 60.7%
3 BeEt_1 60.7%
4 KhEt_1 82.5%
5 BeEt_9 94.5%
6 SaEt_7 95.0%
7 SakEt_6 92.6%
8 SaEt_9 93.9%
9 BeEt_8 93.2%
10 BeEt_6 82.5%
11 BeEt_5 92.9%
12 BhEt_7 82.5%
13 BhEt_6 84.6%
14 BhEt_5 88.4%
15 BhEt_4 90.9%
16 KhEt_2 80.3%
17 KaEt_1 61.0%
18 KhEt_5 81.4%
19 KhEt_3 81.1%
20 KhEt_4 82.5%
21 KaEt_3 68.2%
22 BhEt_9 57.5%
23 BhEt_8 59.9%
24 KaEt_6 82.7%
25 SaEt_5 91.0%
26 KaEt_7 82.2%
27 KaEt_4 82.4%
28 KaEt_9 77 .2%
29 Kakt_8 81.9%
30 BeEt_7 81.8%
31 BeEt_3 82.1%
32 KhEt_8 82.2%
33 KhEt_7 78.5%
34 BhEt_2 61.8%
35 BhEt_1 52.4%
36 BeEt_4 83.5%
37 Sakt_3 81.9%
38 KhEt_9 82.7%
39 Sakt_4 82.7%
40 SaEt_8 91.0%
41 KaEt_5 91.7%
42 KaEt_2 82.2%
43 KhEt_6 82.5%
44 SaEt_2 70.8%
45 SaEt_1 82.4%
consensus/100%
consensus/90%
consensus/80%
consensus/70%
cov
1 BhEt_3 100.0%
2 BeEt_2 60.7%
3 BeEt_1 60.7%
4 KhEt_1 82.5%
5 BeEt_9 94.5%
6 SaEt_7 95.0%
7 SaEt_6 92.6%
8 SaEt_9 93.9%
9 BeEt_8 93.2%
10 BeEt_6 82.5%
11 BeEt_5 92.9%
12 BhEt_7 82.5%
13 BhEt_6 84.6%
14 BhEt_5 88.4%
15 BhEt_4 90.9%
16 KhEt_2 80.3%
17 KaEt_1 61.0%
18 KhEt_5 81.4%
19 KhEt_3 81.1%
20 KhEt_4 82.5%
21 KaEt_3 68.2%
22 BhEt_9 57.5%
23 BhEt_8 59.9%
24 KaEt_6 82.7%
25 Sakt_5 91.0%

25.
23.
23.

pid

2%

.1%
1%
2%
.1%

pid
.0%
.0%
7%
.5%
.6%
.9%
.3%
7%
.9%
4%
2%
1%
2%
2%
.9%
2%
.9%
4%
.6%
.1%
.9%
.6%
3%
9%
4%

561

. 5
--------------- CCGACACCG
GCGCGGAAAGAGTGAGCACCACGGC
GCGCGGAAAGAGTGAGCACCACGGC

MView

GTCGAG-========n==mmmceccccccecccacceccecssascacesanan
GGTCAGAGGAGCAAATCCAACCATGAATAAGTGTAGACTAGGGAAAGGCACCAT
GGTCAGAGGAGCAAATCCAACCATGAATAAGTGTAGACTAGGGAAAGGCACCAT

GCCG-GAAGGATTGGGCCCCCCGGCGGGCCAGAGAACCAAACCCAACCTGAAAAAATTGAAAACAGGGAAAGGAACCCTG

GCGCGGAAAGAGTGGGCACCACGGC
GCGCGGAAAGAGTGGGCACCACGGC
GCGCGGAAAGAGTGGGCACCACGGC
GCGCGGAAAGAGTGGGCACCACGGC
GCGCGGAAAGAGTGGGCACCACGGC
GCGCGGAAAGAGTGGGCACCACGGC
GCGCGGAAAGAGTGGGCACCACGGC
GCGCGGAAGGAGTGGGCGCCACGGC
GCGCGGAAGGAGTGGGCGCCACGGC
GCGCGGAAGGAGTGGGCGCCACGGC
GCGCGGAAGGAGTGGGCGCCACGGC
GCGCGGAAAGAGTGGGCGCCACGGC
GCACGGAAGGAGTGGGCGCCACGGC
GCACGGAAGGAGTGGGCGCCACGGC
GCACGGAAGGAGTGGGCGCCACGGC
GCACGGAAGGAGTGGGCGCCACGGC
GCACGGAAGGAGTGGGCGCCACGGC
GCACGGAAGGAGTGGGCGCCACGGC
GCGCGGAAAGAGTGAGCACCACGGC
GCGCGGAAAGAGTGAGCACCACGGC
GCGCGGAAAGAGTGAGCACCACGGC
GCGCGGAAAGAGTGAGCACCACGGC
GCGCGGAAAGAGTGAGCACCACGGC
GCGCGGAAAGAGTGAGCACCACGGC
GCGCGGAAAGAGTGAGCACCACGGC
GCGCGGAAAGAGTGAGCACCACGGC
GCGCGGAAAGAGTGAGCACCACGGC
GCGCGGAAAGAGTGAGCACCACGGC
GCGCGGAAGGAGTGGGCACCGCGGC
GCGCGGAAGGAGTGGGCACCGCGGC
GCGCGGAAGGAGTGGGCACCGCGGC
GCGCGGAAGGAGTTGGCGCCACGGC
GCGCGGAAGGAGTGGGCGCCACGGC
GCGCGGAAGGAGTGGGCACCGCGGC
GCGCGGAAGGAGTTGGCGCCACGGC
GCGCGGAAGGAGTTGGCGCCACGGC
GCGCGGAAGGAGTGGGCGCCACGGC
GCGCGGAAGGAGTGGGCGCCACGGC
GCGCGGAAGGAGTGGGCGCCACGGC
GCGCGGAAGGAGTGGGCGCCACGGC
GCuCGGAAUGAGTsuGCuCCuCGGC
GCGCGGAAUGAGTGUGCUCCACGGC
GCGCGGAAUGAGTGUGCUCCACGGC

GGTCAGGGGAGCGAATCCGACCATGAAGAAGTGCAGGCGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAATCCGACCATGAAGAAGTGCAGGCGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAATCCGACCATGAAGAAGTGCAGGCGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAATCCGACCATGAAGAAGTGCAGGCGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAATCCGACCATGAAGAAGTGCAGGCGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAATCCGACCATGAAGAAGTGCAGGCGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAATCCGACCATGAAGAAGTGCAGGCGAGGGAAAGGAACCAT
GGTCAGAGGAGCGAAACCGACCATGAAGAAGTGGAGACGGGGGAA---------
GGTCAGAGGAGCGAAACCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTCAGAGGAGCGAAACCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTCAGAGGAGCGAAACCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTCAGAGGAGCGAAACCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTCAGAGGAGCGAAACCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTCAGAGGAGCGAAACCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTCAGAGGAGCGAAACCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTCAGAGGAGCGAAACCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTCAGAGGAGCGAAACCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTCAGAGGAGCGAAACCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTCAGAGGAGCGAAACCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTCAGGGGAGCGAAGCCGACCATGAAGAAGTGGAGACGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAAGCCGACCATGAAGAAGTGGAGACGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAAGCCGACCATGAAGAAGTGGAGACGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAAGCCGACCATGAAGAAGTGGAGACGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAAGCCGACCATGAAGAAGTGGAGACGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAAGCCGACCATGAAGAAGTGGAGACGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAAGCCGACCATGAAGAAGTGGAGACGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAAGCCGACCATGAAGAAGTGGAGACGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAAGCCGACCATGAAGAAGTGGAGACGAGGGAAAGGAACCAT
GGTCAGGGGAGCGAAGCCGACCATGAAGAAGTGGAGACGAGGGAAAGGAACCAT
GGTGAGGGGAGCGAATCCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTGAGGGGAGCGAATCCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTGAGGGGAGCGAATCCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTAAGAGGAGCGAAACCAACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTAAGAGGAGCGAAACCAACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTGAGGGGAGCGAATCCGACCATGAAGAAGTGGAGACGGGGGAAGGGAACCAT
GGTAAGAGGAGCGAAACCAACCATGAAGAAGTGGAGACGGGGGAAAGGAACCAT
GGTAAGAGGAGCGAAACCAACCATGAAGAAGTGGAGACGGGGGAAAGGAACCAT
GGTGAGAGGAGCGAAACCAACCATGAAGAAGTGGAGACGAGGGAAGGGAACCAT
GGTGAGAGGAGCGAAACCAACCATGAAGAAGTGGAGACGAGGGAAGGGAACCAT
GGTGAGAGGAGCGAAACCAACCATGAAGAAGTGGAGACGAGGGAAGGGAACCAT
GGTGAGAGGAGCGAAACCAACCATGAAGAAGTGGAGACGAGGGAAGGGAACCAT
GSSSAG. c v vt i et teeesoocssocassocassoacssscscssaccssanoss
GG sAGUGGAGCGAAsCCuACCATGAAGAAG T GsAGUCGUGGGAAUGGAACCA
GGTsAGUGGAGCGAAsCCuACCATGAAGAAG T GSAGACGUGGGAAUGGAACCA
GGTCAGUGGAGCGAAsCCGACCATGAAGAAG T GGAGACGUGGGAAUGGAACCA

------------------------------- CCCTACAACGCCACTCTCTCCA

GTTGACGGCGAGCTTTCGGAGATCGGAGTTCAGCTGACCGGGGAAACGGATACAGGTGGTGACACCGGACA
GTTGACGGCGAGCTTTCGGAGATCGGAGTTCAGCTGACCGGGGAAACGGATACAGGTGGTGACACCGGACA
GTTAACGGCAGCTTTCCGAGGGTCAAATTTCACTTGACCGGGAAACCGAGACCGGGTGGTGACCCCCGACA
GTTGACGGCCAGCTTGCGCAGGTCAGAGTTCAGCTGACCAGGGAAACGCAGGCAGGTGGTAACACCGGACA
GTTGACGGCCAGCTTGCGCAGGTCAGAGTTCAGCTGACCAGGGAAACGCAGGCAGGTGGTAACACCGGACA
GTTGACGGCCAGCTTGCGCAGGTCAGAGTTCAGCTGACCAGGGAAACGCAGGCAGGTGGTAACACCGGACA
GTTGACGGCCAGCTTGCGCAGGTCAGAGTTCAGCTGACCAGGGAAACGCAGGCAGGTGGTAACACCGGACA
GTTGACGGCCAGCTTGCGCAGGTCAGAGTTCAGCTGACCAGGGAAACGCAGGCAGGTGGTAACACCGGACA
GTTGACGGCCAGCTTGCGCAGGTCAGAGTTCAGCTGACCAGGGAAACGCAGGCAGGTGGTAACACCGGACA
GTTGACGGCCAGCTTGCGCAGGTCAGAGTTCAGCTGACCAGGGAAACGCAGGCAGGTGGTAACACCGGACA

GTTGACGGCCAACTTCCTCAGGTCAGAGTTCAACTGACCGGGGAAACGCAGGCAGGTGGTGACACCCGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTCAACTGACCGGGGAAACGCAGGCAGGTGGTGACACCCGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTCAACTGACCGGGGAAACGCAGGCAGGTGGTGACACCCGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTCAACTGACCGGGGAAACGCAGGCAGGTGGTGACACCAGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTCAACTGACCGGGGAAACGCAGGCTGGTGGTGACACCCGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTCAACTGACCGGGGAAACGCAGGCAGGTGGTGACACCCGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTCAACTGACCGGGGAAACGCAGGCAGGTGGTGACACCCGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTCAACTGACCGGGGAAACGCAGGCAGGTGGTGACACCCGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTCAACTGACCGGGGAAACGCAGGCAGGTGGTGACACCCGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTCAACTGACCGGGGAAACGCAGGCAGGTGGTGACACCCGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTCAACTGACCGGGGAAACGCAGGCAGGTGGTGACACCCGACA
GTTGACGGCGAGCTTTCGGAGGTCATAGTTCAGCTGACCGGGGAAACGGAGACAGGTGGTGACGCCGGACA
GTTGACGGCGAGCTTTCGGAGGTCAGAGTTCAGCTGACCGGGGAAACGGAGACAGGTGGTGACGCCGGACA
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AACATCAG
AACATCAG
GACGGCGA
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26 KaEt_7
27 KaEt_4
KaEt_9
KaEt_8
BeEt_7
BeEt_3
KhEt_8
KhEt_7
BhEt_2
BhEt_1
BeEt_4
SaEt_3
KhEt_9
SaEt_4
SaEt_8
KaEt_5
KaEt_2
KhEt_6
SaEt_2
SaEt_1
consensus/100%

VOoONOOUVTE WN R

1

consensus/90%
consensus/80%
consensus/70%

BhEt_3
BeEt_2
BeEt_1
KhEt_1
BeEt_9
SaEt_7
SaEt_6
SaEt_9
BeEt_8
BeEt_6
BeEt_5
BhEt_7
BhEt_6
BhEt_5
BhEt_4
KhEt_2
KaEt_1
KhEt_5
KhEt_3
KhEt_4
KaEt_3
BhEt_9
BhEt_8
KaEt_6
SaEt_5
KaEt_7
KaEt_4
KaEt_9
KaEt_8
BeEt_7
BeEt_3
KhEt_8
KhEt_7
BhEt 2
BhEt 1
BeEt_4
SaEt_3
KhEt_9
SaEt_4
SafEt_8
KakEt_5
KaEt_2
KhEt_6
SakEt_2
SaEt_1
consensus/100%
consensus/90%
consensus/80%
consensus/70%

BhEt_3

2%
4%
.2%

4%

cov
100.0%
7%
7%
.5%

.4%

cov
100.0%

1%
1%
2%

.9%

pid
. eoﬂ
.0%
7%
.5%

.9%

pid
100.0%

641
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GTTGACGGCGAGCTTTCGGAGGTCAGAGTTCAGCTGACCGGGGAAACGGAGACAGGTGGTGACGCCGGACA
GTTGACGGCGAGCTTTCGGAGGTCAGAGTTCAGCTGACCGGGGAAACGGAGACAGGTGGTGACGCCGGACA
GTTGACGGCGAGCTTTCGGAGGTCAGAGTTCAGCTGACCGGGGAAACGGAGACAGGTGGTGACGCCGGACA
GTTGACGGCGAGCTTTCGGAGGTCAGAGTTCAGCTGACCGGGGAAACGGAGACAGGTGGTGACGCCGGACA
GTTGACGGCGAGCTTTCGGAGGTCAGAGTTCAGCTGACCGGGGAAACGGAGACAGGTGGTGACGCCGGACA
GTTGACGGCGAGCTTTCGGAGGTCAGAGTTCAGCTGACCGGGGAAACGGAGACAGGTGGTGACGCCGGACA
GTTGACGGCGAGCTTTCGGAGGTCAGAGTTCAGCTGACCGGGGAAACGGAGACAGGTGGTGACGCCGGACA
GTTGACGGCGAGCTTTCGGAGGTCAGAGTTCAGCTGACCGGGGAAACGGAGACAGGTGGTGACGCCGGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTGAGCTGACCGGGGAAACGCATGCAGGTTGTGACACCCGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTGAGCTGACCGGGGAAACGCATGCAGGTTGTGACACCCGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTGAGCTGACCGGGGAAACGCAGGCG-GTAGTGACACCCGACA
GTTGACGGCCAGCTTCCTCAGGTCAGAGTTGAGCTGACCAGGGAAACGCAGGCAGGTGGTGACACCCGACA
GTTGACGGCCAGCTTCCTCAGGTCAGAGTTGAGCTGGCCTGGGAAACGCAGGCAGGTGGTGACACCCGACA
GTTGACGGCCAACTTCCTCAGGTCAGAGTTGAGCTGACCGGGGAAACGCAGGCAGGTAGTGACACCCGACA
GTTGACGGCCAGCTTCCTCAGGTCAGAGTTGAGCTGACCAGGGAAACGCAGGCAGGTGGTGACACCCGACA
GTTGACGGCCAGCTTCCTCAGGTCAGAGTTGAGCTGACCAGGGAAACGCAGGCAGGTGGTGACACCCGACA
GTTGACGGCCAGCTTCCTCAGGTCAGAGTTGAGCTGACCAGGGAAACGCAGACAGGTGGTGACACCCGACA
GTTGACGGCCAGCTTCCTCAGGTCAGAGTTGAGCTGACCAGGGAAACGCAGACAGGTGGTGACACCCGACA
GTTGACGGCCAGCTTCCTCAGGTCAGAGTTGAGCTGACCAGGGAAACGCAGACAGGTGGTGACACCCGACA
GTTGACGGCCAGCTTCCTCAGGTCAGAGTTGAGCTGACCAGGGAAACGCAGACAGGTGGTGACACCCGACA

ceeccccccece

GTTGACGGCsAuCT TsCssAGGTCAGAGT TsAuUCTGACCUGGGAAACGSAsUCUGGTuGTUACUCCsGACA

P I R R A I I A I A A I I A A A A AR

ceeccsccccccccccoco e

GACGGCGG
GACGGCGG
GACGGCGG
GACGGCGG
GACGGCGG
GACGGCGG
GACGGCGG
GACGGCGG
GACAGCGG
GACAGCGG
GACAGCGG
GACGGCGG
GACGGCGG
GACAGCGG
GACGGCGG
GACGGCGG
GACGGCGG
GACGGCGG
GACGGCGG
GACGGCGG

cessses

GACuGCuG

GTTGACGGCsAuC

sCssAGGTCAGAG

sAuUCTGACCUGGGAAACGSAGUCAGGTGGTGACUCCSGACA

GACGGCGG

GTTGACGGCsAuCT TsCssAGGTCAGAGT TsAuCTGACCUGGGAAACGSAGUCAGGTGGTGACACCsGACATGACGGCGG
: . . . . 7 . .
CCACCAGCT TGTCGAGAACTCTGA-CGAGACCT TCTGTATCGACAACGAGGCCCTCTACGACATCTGCATGAGGACCCTC
ATCGAGGTAGT TGAGGGTCACCGTATGATGGG T TGGACAGCTTC- - -AGGTGCGCA-TGCATATTTCTTAGAGG-TCCTC
ATCGAGGTAGT TGAGGGTCACCGTATGATGGG T TGGACAGCTTC---AGGTGCGCA-TGCATATTTCTTAGAGG-TCCTC
AAACAAGG TGGTCCAGGTCCCCGTAAGAAGGGT TTGACGACTTG- - -AGAGTGCGCATGCAATGTCTAAA---AGGCCTC
AGACCAGGTAGTTCAGGTCACCGTACGTAGGGT TAGACAGCTTG---AGGGTTCTCATGCAGATATCGTACAGA-GCCTC
AGACCAGGTAGTTCAGGTCACCGTACGTAGGGT TAGACAGCTTG---AGGGTTCTCATGCAGATATCGTACAGA-GCCTC
AGACCAGGTAGTTCAGGTCACCGTACGTAGGGT TAGACAGCTTG---AGGGTTCTCATGCAGATATCGTACAGA-GCCTC
AGACCAGGTAGTTCAGGTCACCGTACGTAGGGT TAGACAGCTTG---AGGGTTCTCATGCAGATATCGTACAGA-GCCTC
AGACCAGGTAGTTCAGGTCACCGTACGTAGGGT TAGACAGCTTG---AGGGTTCTCATGCAGATATCGTACAGA-GCCTC
AGACCAGGTAGTTCAGGTCACCGTACGTAGGGT TAGACAGCTTG- - -AGGGTTCTCATGCAGATATCGTACAGA-GCCTC
AGACCAGGTAGTTCAGGTCACCGTACGTAGGGT TAGACAGCTTG---AGGGTTCTCATGCAGATATCGTACAGA-GCCTC
------------------------------- GGGGTTGAGCTTG- - -AGAGTCCTCATGCAGATGTCGTAGAGG-GCCTC
AGACGAGGTGGTTCAGGTCACCGTAGGAGGGGT TGTTGAGCTTG---AGAGTCCTCATGCAGATGTCGTAGAGG-GCCTC
AGACGAGGTGGTTCAGGTCACCGTAGGAGGGGT TGTTGAGCTTG---AGAGTCCTCATGCAGATGTCGTAGAGG-GCCTC
AGACGAGGTGGTTCAGGTCACCGTAGGAGGGGT TGTTGAGCTTG---AGAGTCCTCATGCAGATGTCGTAGAGG-GCCTC
AGACGAGGTGGTTCAGGTCACCGTAGGAGGGGT TGTTGAGCTTG- - -AGAGTCCTCATGCAGATGTCGTATAGG-GCCTC
A-ACGAGGTGGTTCAGGTCACCGTAGGAGGGGT TGTTGAGCTTG- - -AGAGTCCTCATGCAGATTTCGTAGAGGGGCCTC
AGACGAGGTGGTTCAGGTCACCGTAGGAGGGGT TGTTGAGCTTG- - -AGGGTCCTCATGCAGATGTCGTAGAGG-GCCTC
AGACGAGGTGGTTCAGGTCACCGTAGGAGGGGT TGTTGAGCTTG- - -AGGGTCCTCATGCAGATGTCGTAGAGG-GCCTC
AGACGAGGTGGTTCAGGTCACCGTAGGAGGGGT TGTTGAGCTTG- - -AGAGTCCTCATGCAGATGTCGTAGAGG-GCCTC
AGACGAGGTGGTTCAGGTCACCGTAGGAGGGGT TGTTGAGCTTG---AGGGTCCTCATGCAGATGTCGTAGAGG-GCCTC
AGACGAGGTGGTTCAGGTCACCGTAGGAGGGGT TGTTGAGCTTG---AGGGTCCTCATGCAGATGTCGTAGAGG-GCCTC
AGACGAGGTGGTTCAGGTCACCGTAGGAGGGGT TGTTGAGCTTG---AGGGTCCTCATGCAGATGTCGTAGAGG-GCCTC
AGACTAGGTATTTCAAGTCGCCGTAAGAGGGGT TGGACAGCTTG- - -AGGGTGCGCATGCAGATGTCGTAAAGG-GCCTC
AGACGAGGTAGTTCAAGTCGCCGTAAGAGGGGT TGGACAGCTTG- - -AGGGTGCGCATGCAGATGTCGTAAAGG-GCCTC
AGACGAGGTAGTTCAAGTCGCCGTAAGAGGGGT TGGACAGCTTG- - -AGGGTGCGCATGCAGATGTCGTAAAGG-GCCTC
AGACGAGGTAGTTCAAGTCGCCGTAAGAGGGGT TGGACAGCTTG- - -AGGGTGCGCATGCAGATGTCGTAAAGG-GCCTC
AGACGAGGTAGTTCAAGTCGCCGTAAGAGGGGT TGGACAGCTTG- - -AGGGTGCGCATGCAGATGTCGTAAAGG-GCCTC
AGACGAGGTAGTTCAAGTCGCCGTAAGAGGGGT TGGACAGCTTG- - -AGGGTGCGCATGCAGATGTCGTAAAGG-GCCTC
AGACGAGGTAGTTCAAGTCGCCGTAAGAGGGGT TGGACAGCTTG- - -AGGGTGCGCATGCAGATGTCGTAAAGG-GCCTC
AGACGAGGTAGTTCAAGTCGCCGTAAGAGGGGT TGGACAGCTTG- - -AGGGTGCGCATGCAGATGTCGTAAAGG-GCCTC
AGACGAGGTAGTTCAAGTCGCCGTAAGAGGGGT TGGACAGCTTG- - -AGGGTGCGCATGCAGATGTCGTAAAGG-GCCTC
AGACGAGGTAGTTCAAGTCGCCGTAAGAGGGGT TGGACAGCTTG- - -AGGGTGCGCATGCAGATGTCGTAAAGG-GCCTC
AAACGAGGTGGTTCAGGTCGCCGTAGGAGGGGT TGTTCATCTTG---AGAGTCCTCATGCCGATTCG-TATAAA-GCCTT
AAACGAGGTGGTTCAGGTCGCCGTAGGAGGGGT TGTTCATCTTG---AGAGTCCTCATGCCGATTCG-TATAAA-GCCTT
AAACGAGGTGGTTCAGGTCGCCGTA-GAGGGGT TGTTCAGCTTG---AGAGTCCTCATGCAGATGTCGTAGAGA-GCCTC
ATACGAGGTGGTTCAGGTCACCGTACTAGGGGT TGTTCAGCTTG- - -AGGGTCCTCATGCAAATGTCGTAGAGA-GCCTC
AAACGAGGTGGTTCAGGTCACCGTACGAGGGGT TGTTCAGCTTG- - -AGGGTCCTCATGCAAATGTCGTAGAGA-GCCTC
A-ACGAGGTGGTTCAGGTCGCCGTAGGAGGGGT TGTTCAGCTTG- - -AGAGTCCTCATGCAGATGTCGTAGAGA-GCCTC
AGACGAGGTGGTTCAGGTCACCGTACGAGGGGT TGTTCAGCTTG---AGGGTCCTCATGCAAATGTCGTAGAGA-GCCTC
AGACGAGGTGGTTCAGGTCACCGTACGAGGGGT TGTTCAGCTTG---AGGGTCCTCATGCAAATGTCGTAGAGA-GCCTC
AGACGAGGTGGTTCAGGTCGCCGTAGGAGGGGT TGTTCAGCTTG---AGGGTCCTCATGCAGATGTCGTAGAGA-GCCTC
AGACGAGGTGGTTCAGGTCGCCGTAGGAGGGGT TGTTCAGCTTG---AGGGTCCTCATGCAGATGTCGTAGAGA-GCCTC
AGACGAGGTGGTTCAGGTCGCCGTAGGAGGGGT TGTTCAGCTTG---AGGGTCCTCATGCAGATGTCGTAGAGA-GCCTC
AGACGAGGTGGTTCAGGTCGCCGTAGGAGGGGT TGTTCAGCTTG- - -AGGGTCCTCATGCAGATGTCGTAGAGA-GCCTC
............................... SSSSSSsusCsSsSS...UUUSSSSSS.SSSSSSSSSS.SS...U.SCCTs
AsACsAGGTuGTsCAuGTCuCCGTAsGsuGGGT TusssAGCTTG. . .AGuGTsCsCATGCAuUATsTCsTAsAGu.GCCTC
AUACsAGGTuGT TCAUGTCuCCGTAsGAUGGGT TGsssAGCTTG. . .AGuGTsCsCATGCAGATuTCGTAsAGu.GCCTC
AGACGAGGuGT TCAGGTCuCCGTAsGAGGGG 1GssCAGCT TG. . .AGGGTsCTCATGCAGATuUTCGTAuUAGu.GCCTC
. . : . . . . 8
AA- - --GCTCAACAACCCCTCCTACGGTGACCTGAACCACCTCGTCTCCGCCGTCATGTCGGGTGTCAC---~-~-~ CACC
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2 BeEt_2
3 BeEt_1
4 KhEt_1
5 BeEt 9
6 SaEt_7
7 SaEt_6
8 SaEt_9
9 BeEt_8
BeEt_6
BeEt_5
BhEt_7
BhEt_6
BhEt_5
BhEt_4
KhEt_2
KaEt_1
KhEt_5
KhEt_3
KhEt_4
KaEt_3
BhEt_9
BhEt_8
KaEt_6
SaEt_5
KaEt_7
KaEt_4
KaEt_9
KaEt_8
BeEt_7
BeEt_3
KhEt_8
KhEt_7
BhEt_2
BhEt_1
BeEt_4
SaEt_3
KhEt_9
SaEt_4
SaEt_8
KaEt_5
KaEt_2
KhEt_6
SaEt_2
SaEt_1

consensus/100%
consensus/90%
consensus/80%
consensus/70%

BhEt_3
BeEt_2
BeEt_1
KhEt_1
BeEt_9
SaEt_7
SaEt_6
SaEt_9
BeEt_8
BeEt_6
BeEt_5
BhEt_7
BhEt_6
BhEt_5
BhEt_4
KhEt_2
KaEt_1
KhEt_5
KhEt_3
KhEt_4
KatEt_3
BhEt_9
BhEt_8
KaEt_6
SaEt_5
KaEt_7
KaEt_4
KaEt_9

WONAOAUVTDS WNR

7%
7%
.5%

.9%
. 8%
.1%
.2%

cov

.0%

.5%
.9%
.5%
.6%
4%
.9%
.3%
. 0%
.4%
L1%
.5%
2%
.5%
.9%
7%
.0%
2%
4%
.2%

100.
19.
19.
23.
24.
23.
24.
23.
22.
22.
24.
24.
23.
24.
24.
24.
24.
25.
24.
25.
24.
24.
25.
23.
23.
24.
24.
24.

.0%
7%
.5%

.1%
.9%
7%
.8%

4%
6%
1%
9%
6%
3%
9%
4%
1%
1%
2%

801
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TTTATCGATTC-TAATGTCTCTTCGGAGTTCTCTACCATCTTT---GAACGGATATGTTGTTTTTTTTGTCTCATCTAC
TTTATCGATTC-TAATGTCTCTTCGGAGTTCTCTACCATCTTT---GAACGGATATGTTGTTTTTTTTGTCTCATCTAC
GTTATCCATACAAAAGGTCTCGTCCGATT--CTCGACCAACTTGTGGACTGAAAGAGTAGCGTTGTAAGGCTCAACAACG
GTTGTCGATACAGAAGGTCTCGTCGGAGTTC-TCGACAAGCTGGTGAACGGAGAGAGTGGCGTTGTAAGGCTCAACAACG
GTTGTCGATACAGAAGGTCTCGTCGGAGTTC-TCGACAAGCTGGTGAACGGAGAGAGTGGCGTTGTAAGGCTCAACAACG
GTTGTCGATACAGAAGGTCTCGTCGGAGTTC-TCGACAAGCTGGTGAACGGAGAGAGTGGCGTTGTAAGGCTCAACAACG
GTTGTCGATACAGAAGGTCTCGTCGGAGTTC-TCGACAAGCTGGTGAACGGAGAGAGTGGCGTTGTAAGGCTCAACAACG
GTTGTCGATACAGAAGGTCTCGTCGGAGTTC-TCGACAAGCTGGTGAACGGAGAGAGTGGCGTTGTAAGGCTCAACAACG
GTTGTCGATACAGAAGGTCTCGTCGGAGTTC-TCGACAAGCTGG T GAACGGAGAGAGTGGCGT TGTAAGGCTCAACAACG
GTTGTCGATACAGAAGGTCTCGTCGGAGTTC-TCGACAAGCTGG T GAACGGAGAGAGTGGCGT TGTAAGGCTCAACAACG
GTTGTCGATACAGAAGGTCTCGTCAGAGTTC-TCGACAAGCTGG T GGATGGAGAGGGTGGCGT TGTAGGGCTCGACAACG
GTTGTCGATACAGAAGGTCTCGTCAGAGTTC-TCGACAAGCTGGTGGATGGAGAGGGTGGCGTTGTAGGGCTCGACAACG
GTTGTCGATACAGAAGGTCTCGTCAGAGTTC-TCGACAAGCTGGTGGATGGAGAGGGTGGCGTTGTAGGGCTCGACAACG
GTTGTCGATACAGAAGGTCTCGTCAGAGTTC-TCGACAAGCTGGTGGATGGAGAGGGTGGCGTTGTAGGGCTCGACAACG
GTTGTCGATACAGAAGGTCTCGTCAGAGTTC-TCAACGAGCTGGTGGATGGAGAGGGTGGCGTTGTATGGCTCTTCGACG
GTTGTCGATACAGAATGTCTCGTCAGAGTTC-TCGACTAGCTGGTGGATGGAGAGGGTGGCGTTGTATGGCTCGATAACG
GTTGTCGATACAGAAGGTCTCGTCAGAGTTC-TCGACAAGCTGGTGGATGGAGAGAGTGGCGTTGTAGGGCTCGACAACG
GTTGTCGATACAGAAGGTCTCGTCAGAGTTC-TCGACAAGCTGGTGGATGGAGAGGGTGGCGTTGTAGGGCTCGACAACG
GTTGTCGATACAGAAGGTCTCGTCAGAGTTC-TCGACAAGCTGG T GGATGGAGAGGGTGGCGT TGTAGGGCTCGACAACG
GTTGTCGATACAGAAGGTCTCGTCAGAGTTC-TCGACAAGCTGG T GGATGGAGAGGGTGGCGT TGTAGGGCTCGACAAC
GTTGTCGATACAGAAGGTCTCGTCAGAGTTC-TCGACAAGCTGGTGGATGGAGAGGGT TGCGTTGTATG--=--=-=-----~
GTTGTCGATACAGAAGGTCTCGTCAGAGTTC-TCGACAAGCTGGTGGATGGAGAGGGT TGCGTTGTATG-=-=-=-=-=-=---~
GTTATCGATACAGAAAGTCTCGTCGGAGTTC-TCGACCAGCTGGTGGACGGAAAGAGTAGCGTTGTAGGGCTCAACAACG
GTTATCGATACAGAAAGTCTCGTCGGAGTTC-TCGACCAGCTGGTGGACGGAAAGAGTAGCGTTGTAGGGCTCAACAACG
GTTATCGATACAGAAAGTCTCGTCGGAGTTC-TCGACCAGCTGGTGGACGGAAAGAGTAGCGTTGTAGGGCTCAACAACG
GTTATCGATACAGAAAGTCTCGTCGGAGTTC-TCGACCAGCTGGTGGACGGAAAGAGTAGCGTTGTAGGGCTCAACAACG
GTTATCGATACAGAAAGTCTCGTCGGAGTTC-TCGACCAGCTGGTGGACGGAAAGAGTAGCGTTGTAGGGCTCAACAACG
GTTATCGATACAGAAAGTCTCGTCGGAGTTC-TCGACCAGCTGG T GGACGGAAAGAGTAGCGT TGTAGGGCTCAACAACG
GTTATCGATACAGAAAGTCTCGTCGGAGTTC-TCGACCAGCTGG T GGACGGAAAGAGTAGCGT TGTAGGGCTCAACAACG
GTTATCGATACAGAAAGTCTCGTCGGAGTTC-TCGACCAGCTGG T GGACGGAAAGAGTAGCGT TGTAGGGCTCAACAACG
GTTATCGATACAGAAAGTCTCGTCGGAGTTC-TCGACCAGCTGGTGGACGGAAAGAGTAGCGTTGTAGGGCTCAACAACG
GTTATCGATACAGAAAGTCTCGTCGGAGTTC-TCGACCAGCTGGTGGACGGAAAGAGTAGCGTTGTAGGGCTCAACAACG
GTTGTCTATGCAGAAGGTCTCGTCCGACTTCTCCCCCATCTCTTTATGGATATTGTTCTGTTTTTTTTTTTTTGCTGCTC
GTTGTCTATGCAGAAGGTCTCGTCCGACTTCTCCCCCATCTCTTTATGGATATTGTTCTGTTTTTTTTTTTTTGCTGCTC
GTTGTCAATGCAGAAGGTCTCGTCCGAGT-TCTCAACCAGCTGGTGGATGGAGAGTGTGGCGTTGTAGGGCTCGACAACA
GTTGTCAATGCAGAAGGTCTCGTCCGAGTTTCTCAACCAGCTGGTGGATGGAGAGTGTGGTGTTGTAGGGCTCGATTACG
GTTGTCAATGCAGAAGGTCTCGTCAGAGT-TCTCAACCAGCTGGTGGATGGAGAGTGTGGCGTTGTAGGGCTCGACAACG
GTTGTCAATGCAGAAGGTCTCGTCCGAGT-TCTCAACCAGCTGG T GGATGGAGAGTGTGGCGT TGTAGGGCTCGACAACG
GTTGTCAATGCAGAAGGTCTCGTCCGAGT-TCTCAACCAGCTGG T GGATGGAGAGTGTGGCGT TGTAGGGCTCGACAACG
GTTGTCAATGCAGAAGGTCTCGTCCGAGT-TCTCAACCAGCTGGTGGATGGAGAGTGTGGCGTTGTAGGGCTCGACAACG
GTTGTCAATGCAGAAGGTCTCGTCGGAGT-TCTCAACCAGCTGGTGGATGGAGAGTGTGGCGTTGTAGGGCTCGACA-CG
GTTGTCAATGCAGAAGGTCTCGTCGGAGT-TCTCAACCAGCTGGTGGATGGAGAGTGTGGCGTTGTAGGGCTCGACAACG
GTTGTCAATGCAGAAGGTCTCGTCGGAGT-TCTCAACCAGCTGGTGGATGGAGAGTGTGGCGTTGTAGGGCTCGACAACG
GTTGTCAATGCAGAAGGTCTCGTCGGAGT-TCTCAACCAGCTGGTGGATGGAGAGTGTGGCGTTGTAGGGCTCGACAACG
SS....SSTSS.SAASSSCTCSTsSSGUSS...SSSSCSSSSSS...SSSSSSSSSSSSSSSSSTSTSSSeveeenennnn
GTTuTCuATuCAGAAUGTCTCGTCsGAGT .s. TCuACsAsCTsGTuuAsuGAusGsGTsGsGT TGTIssGssTsussssCs
GTTuTCuATuCAGAAUGTCTCGTCUGAGT .s. TCuACsAGCTGG T GuASGGAUAGSGTuGCGT TGTAuUGGCTCuACAACG
GTTuTCGATUCAGAAUGTCTCGTCUGAGT TC. TCUACSAGCTGGTGGASGGAUAGSGTuUGCGT TGTAUGGCTCuACAACG
GCCT--====-cmmmmmccccccccccccccccccceemee- GCG CCCCGGTCAGT TGAACTCTGACCTGAGGAAG
GTGGCATATACCTGTGTGGGATGTATCTACTAGAT TT - === == === - e e e e e e
GTGGCATATACCTGTGTGGGATGTATCTACTAGATTT === === - - - e e mmm e e e e e e e e
GTGTCGGAGACCTTAGGAGAAGGGACGACGAAAGTAGCCA------ CATACG- - TCGGGGAACTCCTCACGGATCTTGG
GTGTCGGAAACCTTGGGGGGGAGGGGGACAACGGAGAAGGTAGCCATCATGCGGTCGGGGGAACTCCTTCACGAAATCT
GTGTCGGAAACCTTGGGGGGAG - -GGGACAACGGAGAAGGTAGCCATCATGCGGTCGGGGA-ACTCCTCACGAAATCTTG
GTGTCGGAAACCTTGGGGGGAG - -GGGACAACGGAGAAGGTAGCCATCATGCGGTCGGGGA-ACTCCTCACGAAATCTTG
GTGTCGGAAACCTTGGGGGGAG- - GGGACAACGGAGAAGGTAGCCATCATGCGGTCGGGGGAACTCCTCACGAAATCTTG
GTGTCGGAAACCTTGGGGGGAG - -GGGACAACGGAGAAGGTAGCCATCATGCGGTCGGGGGAACTCCTCACGAATCTT--
GTGTCGGAAACCTTGGGGGGAG - -GGGACAACGGAGAAGGTAGCCATCATGCGGTCGGGGGAACTCCTCACGAATCTT--
GTGTCGGAAACCTTGGGGGGAG - -GGGACAACGGAGAAGGTAGCCATCATGCGGTCGGGGGAACTCCTCACGAATCTT--
GTGTCGGAGACCTTGGGGGAGGGCACAACGGAGAAGGTGG--CCAT -CATGCGG-TCGGGGAACTCCTCGCGGATCTTGG
GTGTCGGAGACCTTGGGGGAGGGCACAACGGAGAAGGTGG--CCAT -CATGCGG-TCGGGGAA------=----=======
GTGTCGGAGACCTTGGGGGAGGGCACAACGGAGAAGGTGG--CCAT -CATGCGG-TCGGGGAACTCCTCGCGGATCTTGG
GTGTCGGAGACCTTGGGGGAGGGCACAACGGAGAAGGTGG--CCAT -CATGCGG- TCGGGGAACTCCTCGCGGATCTTGG
GTTTCGGAGATCTTTGGTGGAGGGGTTTACGATATGCGCG--TCTCGTCTGTCCGTCTGGGGACGCCTCACGGATGTTG
(R e e T
GTGTCGGAGACCTTGGGGGAGGGCACAACGGAGAAGGTGG--CC-ATCATGCGGTCGGGGAA-CTCCTCGCGGATCTTGG
GTGTCGGATACCTTGGGGGAGTCACTACTGGATAATGTGG--CC-ATCATGCGGTCGTGGGATGTCCTCTCGGATCTTGG
GTGTCGGAACC-TTGGGGGAGGGCACAACGGAGAAGGTGG--CC-ATCATGCGGTCGGGAA-ACTCCTCGCGGATCTTGG
GTGTCGGAGACCTTGGGGGAGTGCACAACGGAGAAGGTGG--CC-ATCACGCGGTCGGGGA-ACTCCTCGCGTATCTTGG
GTGTCGGAGACCTTAGGAGAA - - -GGGACGACGGAGAAGGTATCCATCGTACGG T CGGG-GAACTCCTCACGGATCTTG-
GTGTCGGAGACCTTAGGAGAA - - -GGGACGACGGAGAAGGTAGCCATCATACGGTCGGG-GAACTCCTCACGGATCTTGG
GTGTCGGAGACCTTAGGAGAA- - -GGGACGACGGAGAAGGTAGCCATCATACGGTCGGG-GAACTCCTCACGGATCTTGG
GTGTCGGAGACCTTAGGAGAA- - -GGGACGACGGAGAAGGTAGCCATCATACGGTCGGG-GAACTCCTCACGGATCTTGG
GTGTCGGAGACCTTAGGAGAA - - -GGGACGACGGAGAAGGTAGCCATCATACGG T CGGG-GAACTCCTCACGGATCTTGG
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29 KaEt_8 81.9%
30 BeEt_7 81.8%
31 BeEt_3 82.1%
32 KhEt_8 82.2%
33 KhEt_7 78.5%
34 BhEt_2 61.8%
35 BhEt_1 52.4%
36 BeEt_4 83.5%
37 SaEt_3 81.9%
38 KhEt_9 82.7%
39 Sakt_4 82.7%
40 SaEt_8 91.0%
41 KaEt_5 91.7%
42 KaEt_2 82.2%
43 KhEt_6 82.5%
44 SaEt_2 70.8%
45 SaEt_1 82.4%
consensus/100%
consensus/90%
consensus/80%
consensus/70%
cov
1 BhEt_3 100.0%
2 BeEt_2 60.7%
3 BeEt_1 60.7%
4 KhEt_1 82.5%
5 BeEt_9 94.5%
6 SaEt_7 95.0%
7 SaEt_6 92.6%
8 SaEt_9 93.9%
9 BeEt_8 93.2%
10 BeEt_6 82.5%
11 BeEt_5 92.9%
12 BhEt_7 82.5%
13 BhEt_6 84.6%
14 BhEt_5 88.4%
15 BhEt_4 90.9%
16 KhEt_2 80.3%
17 KaEt_1 61.0%
18 KhEt_5 81.4%
19 KhEt_3 81.1%
20 KheEt_4 82.5%
21 KaEt_3 68.2%
22 BhEt_9 57.5%
23 BhEt_8 59.9%
24 KaEt_6 82.7%
25 Sakt_5 91.0%
26 KaEt_7 82.2%
27 KaEt_4 82.4%
28 KaEt_9 77.2%
29 KaEt_8 81.9%
30 BeEt_7 81.8%
31 BeEt_3 82.1%
32 KhEt_8 82.2%
33 KhEt_7 78.5%
34 BhEt_2 61.8%
35 BhEt_1 52.4%
36 BeEt_4 83.5%
37 Sakt_3 81.9%
38 KhEt_9 82.7%
39 SaEt_4 82.7%
40 SaEt_8 91.0%
41 KaEt_5 91.7%
42 KaEt_2 82.2%
43 KhEt_6 82.5%
44 SaEt_2 70.8%
45 SaEt_1 82.4%
consensus/100%
consensus/90%
consensus/80%
consensus/70%
cov
1 BhEt_3 100.0%
2 BeEt_2 60.7%
3 BeEt_1 60.7%
4 KhEt_1 82.5%

1%
.9%
7%

.9%

100.

.6%
.9%
.3%

pid
100.0%
19.0%
19.7%
23.5%

881

961

GTG
GTG
GTG
GTG
GTG
ccc
ccc
GTG
GTG
GTG
GTG
GTG
GTG
GTG
GTG
GTG
GTG

MView

CGGAGACCTTAGGAGAA - - -GGGACGACGGAGAAGGTAGCCA
CGGAGACCTTAGGAGAA - - -GGGACGACGGAGAAGGTAGCCA
CGGAGACCTTAGGAGAA - - -GGGACGACGGAGAAGGTAGCCA
CGGAGACCTTAGGAGAA - - -GGGACGACGGAGAAGGTAGCCA
CGGAGACCTTAGGAGAA - - -GGGACGACGGAGAAGGTAGCCA

CATACGG
CATACGG
CATACGG
CATACGG
CATACGG

CGGG-GAAC
CGGG-GAAC
CGGG-GAAC
CGGG-GAAC
CGGG-GAAC

CCTCACGGATCTTGG
CCTCACGGATCTTGG
CCTCACGGATCTTGG
CCTCACGGATCTTGG
CCTCACGGATCTTGG

CTTTTTTATTCATGCTTCACTTCTCCTCCCTTTCTCTGCTC - = == = = = = == m o mm oo emeo o
CTTTTTTATTCATGCTTCACTTCTCCTCCCTTTCTCTGCTC - = == = = == = = mm oo

CAGATATCTTGGGGGAA- - -GGCACGACGGCCTACGTGGCCG
CGTAGACCTTGGGCGAG- - -GGCACGACCGAGTAGGTGGCCA
CGGAGACCTTGGGAGAG- - -GGCACGACCGAGTATGTGGCCA
CGGAGACCTTGGGGGAA - - -GGCACGACGGAGTAGGTGGCCA
CGGAGACCTTGGGGCGA - -GGGCACGACCGAGTAGGTGGCCA
CGGAGACCTTGGG-CGA- -GGGCACGACCGAGTAGGTGGCCA
CGGAGACCTTGGG-CGA- -GGGCACAACGGAGTATGTGGCCA
CGGAGACCTTGGG-CGA- -GGGCACAACGGAGTATGTGGCCA
CGGAGACCTTGGG-CGA--GGGCACAACGGAGTATGTGGCCA
CGGAGACCTTGGG-CGA--GGGCACAACGGAGTATGTGGCCA

CATGCGA
CATACGG
CATACGG
CATGCGG
CATGCGG
CATGCGG
CATGCGG
CATGCGG
CATGCGG
CATGCGG

CTGGTA-AC
CGGGGGAAC
CGGGGTGAC

CCTCTCGGATCTGGG
CCTCACGGGATCTTG
CCTCACTGATCTTGG

CGGGGAACTCC--TCACGGATCTGG

CGGGGGAAC
CG-GGGAAC
CG-GGGAAC
CG-GGGAAC
CG-GGGAAC
CG-GGGAAC

CCTCACGGATCTTGG
CCTCACGGATCTTGG
CCTCACGGATCTTGG
CCTCACGGATCTTGG
CCTCACGGATCTTGG
CCTCACGGATCTTGG

GSSSCSSSSSS.TSSUS.SSS. .. SSSSSS555555 e esceossocsssossssesssscssssosssssosssssssssss
GTGTCGGAsSACCT TuGGssuu. . .usssCuussusssssG. .sC.s.CuTuCGuU.ss.G.u.5SSCSSSSSSUUSSSS. .

GTGTCGGAUACCT TuGGuUGUU. . .ussACuusGuAGsssG. .sCssTCATUCGGTCssG. uUACTCCTCuCGuAsssTss

. 9 . . . . : .
GGCCGTCAACATGGTTCCCTTCCCCCG---------~-- CTCCACTTCTTCATGGTCGGTTTCGCTCCTCTGACCAGCC
AGA-TC--AGCAACGTACCCATACCGGCACCG------- GTACCACCCACCGAGAGAG-TGGGTGATCTGGAA- - -ACCC
GGA-GATAAGCAGAAGTTACCCATTACCCGGCCACCCGGTACCCACCACCCGAGGAGAGTGGGTGATTCTTGGAAACCCC
GGA-GATAAGCAGAGTAACCCATACCGGC----- ACCGGGTACCACCCACCGAAGAGAGTGGGTGATCT-GGGAAACCCC
GGA-GATAAGCAGAGTAACCCATACCGGC----- ACCGGGTACCACCCACCGAAGAGAGTGGGTGATCT-GGGAAACCCC
GGA-GATAAGCAGAGTACCCATACCGGCA----- CCGG-TACCA--CCACCGAGAGAGTGGGGTGATCT-GGAAAACCCC
GGA-GATAAGCAGAGTACCCATACCGGCA----- CCGG-TACCA--CCACCGAGAGAGTGGGTGATCTG-GAAACCCTGG
GGA-GATAAGCAGAGTACCCATACCGGCA----- CCGG-TACCA--CCACCGAGAGAGTGGGTGATCTG-GAAAACCCCT
GGA-GATAAGCAGAGTACCCATACCGGCA----- CCGG-TACCA--CCACCGAGAGAGTGGGTGATCTG-GAAAACCCCT
AGA-TCAGGAGAG- - TACCCATACCGGCACCG------- GTACCACC-ACCGAGGGAG-TGGGTGATCTGGAA-ACC--C

-------------------------- GCACCG-------GTACCACC-ACCGAGGGAG-TGGGTGATCTGGAA-ACC--C
AGA-TCAGGAGAG--TACCCATACCGGCACCG---~-~-~-~- GTACCACC-ACCGAGGGAG-TGGGTGATCTGGAA-ACC--C
AGA-TCAGGAGAG--TACCCATACCGGCACCG----~--~- GTACCACC-ACCGAGGGAG-TGGGTGATCTGGAA-ACC--C
AGA-TGAAAGATA-GTACCGTTATGTTGCGTC------- GGTTTCGC-CCACTTGTTTTTGGGTGTTTTTGAA-TCCCGT
AGA-TAA-GAGAG--TACCCATACCGGCACCG---~--~-- GTTCCACC-ACCGAGGGAGT -GGGTGATCTGGAA-AC--CC
AGA-TGATGATAG--TACTCATTCCTGTCTCG-~-~-~-~-~-- GGTTCACC-TCCGAGGTGATTGTGTTATCTGGGA-AATCTT
AGA-TAATGAGAG--TACCCATACCGGCACCG-~--~--~-- GTTCCACC-ACCGAGGGAG-TGGGTGATCTGGAA-ACCCTG
AGA-TGAGG--=== === === == e e emeeeeeemeeeeee————-
AGA-TC--ATCAGCGTACCCATACCGGCACCG--=-=-~-~-~ GTACCACC-ACCGAGAGAGTGT-GTGATCTG--G-AAACCC
AGA-TC--AGCAGCGTACCCATACCGGCACCG--=-=-~-~-~ GTACCACC-ACCGAGAGAGTGG-GTGATCTG--G-AAACCC
AGA-TC--AGCAGCGTACCCATACCGGCACCG-=-=-=-~-~-~ GTACCACC-ACCGAGAGAGTGG-GTGATCTG--G-AAACCC
AGA-TC--AGCAGCGTACCCATACCGGCACCG-=-~-=-~-~-~ GTACCACC-ACCGAGAGAGTGG-GTGATCTG--G-AAACCC
AGA-TC--AGCAGCGTACCCATACCGGCACCG-=-=-=-~-~-~ GTACCACC-ACCGAGAGAGTGG-GTGATCTG--G-AAACCC
AGA-TC--AGCAGCGTACCCATACCGGCACCG-=-~-~-~-~-~ GTACCACC-ACCGAGAGAGTGG-GTGATCTG--G-AAACCC
AGA-TC--AGCAGCGTACCCATACCGGCACCG-~-~-~-~-~-~ GTACCACC-ACCGAGAGAGTGG-GTGATCTG--G-AAACCC
AGA-TC--AGCAGCGTACCCATACCGGCACCG-~--~-~-~-- GTACCACC-ACCGAGAGAGTGG-GTGATCTG--G-AAACCC
AGA-TC--AGCAGCGTACCCATACCGGCACCG---~--~-- GTACCACC-ACCGAGAGAGTGG-GTGATCTG--G-AAACCC
AGA-TC--AGCAGCGTACCCATACCGGCACCG--=-=-~-~-~ GTACCACC-ACCGAGAGAGTGG-GTGATCTG--G-AAACCC
AGA-TG--ATAACCGTACCCTTACCGTCACCG-=-=-~-~-~-~ GTGGCACC-TCCTAAGGAGTGG-GGTGATCT -GT-AAGCCC
GAT-ATGAGGAGCGTTCCCCTTACCGGCACCA------- TACCGCC-ACCCGAGAGAGTG-GGTGATCTGGA-AACCCC
AAT-GA--GAAGCGTTCCCATACCGGGCACCG---~--~-- GTACCACC-ACCGAGAGAGTGG-GGTGATCTGGA-AAACCC
AGA-TG--AGAAGCGTACCCATACCGGCACCA--~-~--~-- GTACCACC-TCCCAGGGAGTGG-GTGATC--TGG-AAACCC
AGA-TG--AGGAGCGT TCCCATACCGGCACCA-~-~-~-~-~-- GTACCGCC-ACCGAGAGAGTGG-GTGATC--TGG-AAACCC
AGA-TG--AGGAGCGT TCCCATACCGGCACCA---~--~-- GTACCGCC-ACCGAGAGAGTGG-GTGATC--TGG-AAACCC
AAA-TG--AGGAGCGT TCCCATACCGGCACCG---~--~-- GTACCACC-ACCGAGAGAGTGG-GTGATC--TGG-AAACCC
AAA-TG--AGGAGCGTTCCCATACCGGCACCG----~-~-~- GTACCACC-ACCGAGAGAGTGG-GTGATC--TGG-AAACCC
AAA-TG--AGGAGCGTTCCCATACCG-- === === === === - - o e e e e e e e e e e mmmmmmmmmmm o
AAA-TG--AGGAGCGTTCCCATACCGGCACCG------~- GTACCACC-ACCGAGAGAGTGG-GTGATC--TGG-AAACCC
UUS.SS..USSSS..SSSSSSSSS5555Sceevennnnss SSS555..5.5SSSSSUSSS.+.5.555555ccceSeeccns S
UUA.SS..UUSAU..TSCCCsTSCCSGSS.eevennnnn sssCsssC.sCCsAuuuuu.sG.Gsusss....U.Ass.ss

. ] .

GTGGCGCCCACTCCTTCCGTGCCGTCACTGT TCCCGAGCTCACCCAGCAGATGT TCGACCCCAAGAACATGATGGCTGC
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5 BeEt_9 94.5%
6 SaEt_7 95.0%
7 SaEt_6 92.6%
8 SaEt_9 93.9%
9 BeEt_8 93.2%
10 BeEt_6 82.5%
11 BeEt_5 92.9%
12 BhEt_7 82.5%
13 BhEt_6 84.6%
14 BhEt_5 88.4%
15 BhEt_4 90.9%
16 KhEt_2 80.3%
17 Kakt_1 61.0%
18 KhEt_5 81.4%
19 KhEt_3 81.1%
20 KhEt_4 82.5%
21 KaEt_3 68.2%
22 BhEt_9 57.5%
23 BhEt_8 59.9%
24 KaEt_6 82.7%
25 SakEt_5 91.0%
26 Kakt_7 82.2%
27 KaEt_4 82.4%
28 KaEt_9 77.2%
29 KaEt_8 81.9%
30 BeEt_7 81.8%
31 BeEt_3 82.1%
32 KhEt_8 82.2%
33 KhEt_7 78.5%
34 BhEt_2 61.8%
35 BhEt_1 52.4%
36 BeEt_4 83.5%
37 SaEt_3 81.9%
38 KhEt_9 82.7%
39 SaEt_4 82.7%
40 SaEt_8 91.0%
41 KaEt_5 91.7%
42 KaEt_2 82.2%
43 KhEt_6 82.5%
44 SaEt_2 70.8%
45 SaEt_1 82.4%
consensus/100%
consensus/90%
consensus/80%
consensus/70%
cov
1 BhEt_3 100.0%
2 BeEt_2 60.7%
3 BeEt_1 60.7%
4 KhEt_1 82.5%
5 BeEt_9 94.5%
6 SaEt_7 95.0%
7 SaEt_6 92.6%
8 SaEt_9 93.9%
9 BeEt_8 93.2%
10 BeEt_6 82.5%
11 BeEt_5 92.9%
12 BhEt_7 82.5%
13 BhEt_6 84.6%
14 BhEt_5 88.4%
15 BhEt_4 90.9%
16 KhEt_2 80.3%
17 KaEt_1 61.0%
18 KhEt_5 81.4%
19 KhEt_3 81.1%
20 KhEt_4 82.5%
21 KaEt_3 68.2%
22 BhEt_9 57.5%
23 BhEt_8 59.9%
24 KaEkt_6 82.7%
25 SaEt_5 91.0%
26 KaEt_7 82.2%
27 KaEt_4 82.4%
28 KaEt_9 77 .2%
29 KaEt_8 81.9%
30 BeEt_7 81.8%
31 BeEt_3 82.1%

100.
19.
19.
23.
24.
23.
24.
23.
22.

22

24.
24.
23.
24.

24

24.
24.
25.
24.
25.

24

24.
25.
23.
23.
24.
24.
24.
24.
23.
23.

.6%
.9%
.3%

.8%
.9%
7%
.6%

9%
4%
2%
1%
2%
2%
.9%
2%
9%
4%
6%
1%
.9%
6%
3%
9%
4%
1%
1%
2%
1%
9%
7%

1041

MView
TGGGAGGCA-GTT---CGCAAGCCT-TCAGCT----- CTTCGGCGGGCGGAC- - -CGACGTCAAGAA-CCGTITGGTCCG
TGGGAGGGCAGGT - --CGCTAGCCCCCTCAGT----~- CCTTCGCGGCGGGACGAACGATCAAAGGAAGCGGATTGGTCGA
TGGGAGGGCAGGT - --CGCTAGCCCCCTCAGT---~-~- CCTTCGCGGCGGGACGAACGATCAAAGGAAGCGGATTGGTCGA
TGGAAGGCAGT-----~-- CGCAGCCCATCAGC----- CTTCGGCGGCCGGACGGACGATCA-AGGAA-ACGATTGGTCGA
AGGCAGGTCGG------- C--AGCCCCTCAGC----- CTC-G-CGGCCGGA-CGACGATCAAAGGAAACGGT TTGGTCGA
GGAGGCAGTCG------- C--AGCCCCTCAGC----- CTC-G-GCGGCGG---=-==============-----omemmmn
GGAGGCAGTCG------- C--AGCCCCTCAGC----- CTC-G-GCGGCGGAACGACGATCCAAGAAACCGGT TGGCGGAC
TGGAGGCAG---T---CGCAGCCCTCGGCCTC----- A--CGG-------- CGGACGACGTCGAGGAC- - - -CTGGTCGA
TGGAGGCAG---T---CGCAGCCCTCGGCCTC-~-~--- A--CGG-------- CGGACGACGTCGAGGAC----CTGGTCGA
TGGAGGCAG---T---CGCAGCCCTCGGCCTC-~-~--- A--CGG-------- CGGACGACGTCGAGGAC----CTGGTCGA
TGGAGGCAG---T---CGCAGCCCTCGGCCTC--~-~-- A--CGG-------- CGGACGACGTCGAGGAC----CTGGTCGA
GATAGGTTT---T-=-CGTGATTG- - -~ === === == m s s o e e o e e e e e e e e mmmmmmmm e mmm
TGGAGGCAG---T---CGCACCCCTCGGCCTC----~- A--CGG-------- CG---------memmmmmmmmmeeemaan
TGTAGGAGG---T---TCCATCCCTTGGCCT === === === === m - emmmmmmmmmommmmmmme
-GGAGGCAG---T---CGCAGCCCTCGGCCTC--~~~ A--CGG----=-=-~-- CGGACGA----=====mmmmmmmmmmmmm
TGGTGCTTC---G---CAACCCTCGGCC---T----~- C-GCGG-------- CGGACGACATC----===-===mmmmmmm o
TGGAGGCAG---T---CGCAACCCTCGGCCCT---~-~- C-GCGG-------~- CGGACGACATCGAGGAC----GTTGTCGA
TGGAGGCAG---T---CGCAACCCTCGGCCTC---~-~ G-CGGC------~-- GGAC-----=-=--c-cccmcmccmceaaan
TGGAGGCAG---T---CGCAACCCTCGGCCTC--~-~-~ G-CGGC------~-- GGACG----=-===-mcmmmmcmceeman
R R e L T T
TGGAGGCAG---T---CGCAACCCTCGGCCTC-~-~-~-~ G-CGGC-----~-~-- GG---------mmmmmmmm—m——mm— o
TGGAGGCAG---T---CGCAACCCTCGGCCTC---~-~ G-CGGC-------- R
TGGAGCAGT------- CGCAACCCTCGGCCTC-~---- G-CGGC-------- GGAC-----=====mmmmmmmmmmmmmmm
TGGAGCAGT------- CGCAACCCTCGGCCTC----- G-CGGC-------- GGACG-----=-======mmmmmmmmmm o -
TGGAGCAGT------- o e TP
TGGATTCGT---T---CGGGTCCCTCGGCCTG-~---~ GCGGCG------~-- G--AGGACATCAA- - === mmmmm oo oo
TGGATGCTG---T---CGCATCCCTCGGCCTC---~-~ (R e e LT PP e
TGGAGGCAG---T---CGCAGCCTTCGGGCCT---~-~- CACGAC-------- GGA----------mmmmmmmmmemmeman
TGGAGGCAG---T---CGCAGCCCTCGGCCTC---~-~ GCGGCG----~-~-~-~ CACGACAT--=-======mmmmmmmmmmmm
TGGAGGCAG---T---CGCAGCCCTCGGCCTC---~-- GCGACG----=-=-=-=-~-- CACAACGTCAAGGACC----TGGTCGA
TGGAGGCAG---T---CGCAGCCCCTCGGCCC----- TCGCGA-------- CGCACAACGTCAATGGAC--CCTGGTCGA
TGGAGGCAG---T---CGCAGCCCTCGGCCTC----- GCGACG-------- GACG------=-==mmmmmmmmmmm oo -
TGGAGGCAG---T---CGCAGCCCTCGGCCTC----- GCGACG-------- GACGA-------mmmmmmmmmmmmm oo o
TGGAGGCAG---T---CGCAGCCCTCGGCCTC----- GCGACG-------- GACG----=----ccccmmcmcmcmeaaan
S i e eeeesosacssssssssssssssessscsssscssssssssssssscscscscscscsssessssssssnenens
SGGUSSSSS. e veeennn S..S55555555SS..... Seeesecessecassesssscsssescsssoscasscnassnnes
: . . . . 1 ] 1114
CCGACT - TCCGCAACG- -~~~ GICGTTACCTGACCTGCTCTIGCG---=====mmmmmmmmmmm oo oo oo

AACAAGCTTCAGGCACCCTCCAGATGTTAGTTGACCCCTTGGTCTCCAGGTCTGGGTTTTAACACGAGAGAGCT
CCAG-CATCAAGCCACCCATCAGCTGGTAGGTGCAACTGCCTTGGCGCTCCGA-GGCTGTGTTTACGTCAG- -~
CCAG-CATCAAGCCACCCATCAGCTGGTAG- === ====== === m oo mo—mmooooomm-moo
CCAAGCATCCAGCCA-CCATCAAGTTGTAGTTGACCGCTTGGCCTAGTTGATGAGCCTGGATGTCT----G--~
CAAGGCATCAGCAACTCATTCCAGCTGTAGTTGACTCCTTGGTCAGCTGTGTTGATA---=--======-===-=
CAAGGCTTCAAGCAACCCGTCAAGCGGTAAGTGACCCGT TGG==============cc-ccmmooommmmmoo
CCAGCTC----GGCACCCT---CAGTGTAGTTGACTCGT TGGCCAGTTT-GT--TTACCGGGA-~-~-~-~--=-~-~~-~
CCAGCTC----GGCACCCT---CAGTGTAGTTGACTCGTTGGCCAGTTT-GT--TTACCGGGA--~----~---~-~
CCAGCTC----GGCACCCT---CAGTGTAGTTGACTCGTTGGCCAGTTT-GT--TTACCGGGA------~---~-~
CCAGCTC----GGCACCCT---CAGTGTAGTTGACTCGTTGGCCAGTTT-GT--TTACCGGGA------~---~-~
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32 KhEt_8
33 KhEt_7
34 BhEt_2
35 BhEt_1
36 BeEt_4
37 SaEt_3
38 KhEt_9
39 SaEt_4
40 SaEt_s
41 KaEt_5
42 KaEt_2
43 KhEt_6
44 SaEt_2
45 SaEt_1

consensus/100%
consensus/90%
consensus/80%
consensus/70%

.8%
.9%
7%

.3%
.0%

.9%

CGAGCTC----GGCACCCT---CAGTGTAGTG-ACCCCTTGGATCAGTT-TG--TGGTTATCACCGAGAAGGA-
CGAGCAT----CGGCACCCTTCAGTTGTAGTTGACCCCTTGGGCCCAGA-TT--TGTTTTACCAGGAA------
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