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Figure S1. Genomic characteristics of mMRNAs and IncRNAs in pig backfat (A) Length distribution of
annotated mRNAs, annotated IncRNAs, novel mRNAs and novel IncRNAs; (B) Exon number
distribution of annotated mRNAs, annotated IncRNAs, novel mRNAs and novel IncRNAs; (C) ORF
length distribution of annotated mRNAs, annotated IncRNAs, novel mRNAs and novel IncRNAs.



