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Figure S1 Metabolite samples (GP, YP, and RP) quality assurance. (A) Principal 

component analysis (PCA) of metabolite data. (B) OPLS-DA score plot. (C) Heat 

map of Pearson's correlation coefficient for metabolite samples. 

  



 

Figure S2 DEGs analyzed by GO enrichment (A) YP vs. GP, (B) YP vs. RP, and 

(C) GP vs. RP. 



 

Figure S3 DEGs analyzed by KEGG enrichment analysis (A) GP vs. RP, (B) YP 

vs. GP, and (C) YP vs. RP. 


