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Figure S1. Relative abundance of Roseburia and Rikenella in mice (n = 6 for PE group; n =5 for
Ad and Ctrl groups). ns: no significance; *: g <0.05.
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Figure S2. Predicted functions of gut microbiota were analyzed by the Tax4Fun analysis (1 =6
for PE group; n = 5 for Ad and Ctrl groups). (A) Relative abundance of genes in purine
metabolism pathway on level 3. (B) Spearman correlation between sIgE and relative abundance
of genes in purine metabolism pathway. R, the Spearman correlation coefficient. P, the
significance of Spearman correlation. ns: no significance; **: p <0.01; ***: p <0.001.



