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Figures S1 and S2, Tables S1 and S2
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Figure S1

SDS-PAGE analysis of ginkgo protein. Ginkgo protein (lane P) and hydrolysate (lane
H) samples were analyzed using a 5-20 % SDS gel. The molecular weights of the
protein bands in Protein Molecular Weight Marker Broad (lane M; kDa) are shown to

the left of the gel.
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Figure S2

Mass spectra of (A) VEEFYCS and (B) ginkgo protein hydrolysate.



Table S1

The number of peptide libraries and positive and negative peptides

Residue 4 5 6 7
1 (Positive) 19667 35158 33373 50796
Positive ratio 35% 39% 34% 49%
0 (Negative) 36504 54505 65014 52009
Total 56171 89663 98387 102805




Table 532 Amino acid (AA) distribution of 150 positives and 150 negatives from RF

modeling

Category Total Positives Negatives Odds ratio

with R, K 251 120 60 6.00

w/o R, K 209 30 90

with D, E 234 2l 116

(with F, Y, W; 19) (with F, Y, W; 58)

w/oD, E 226 129 34 21.0
with F, Y, W 323 124 74 4.90
w/oF, Y, W 137 26 76

Total 460 150 150

Abbreviations; w/o; without, R: Arg, K: Lys, D: Asp, E: Glu, F: Phe, Y: Tyr, W: Trp.



