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Supplementary Figure S1: (A) Illustration of the gating strategy of viable cells (B) and
illustration of the impact of the contour level on the visualization of cell populations. A

contour plot at 10 % means that 90 % of events are included in the contour.
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Supplementary figure S2: The entire cell population shows a time-dependent shift of
mRNA uptake and protein expression over time. 2D histograms for time dependence of
uptake and protein expression for HeLa cells (left panels) and mGEnC (right panels). 5%

contour (including 95% of cells) is shown.
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Supplementary Figure S3: The temporal evolution of mRNA uptake and protein
expression is largely independent of mRNA dose. (A-D) Time courses of mRNA uptake
and (E-H) EGFP expression for mGEnC and HeLa cells. Left columns depict cells treated
with LipoMM-formulated mRNA, right columns cells treated with PF14-formulated mRNA.

The figure shows the same data as figure 4 with the exception of linear Y-axes scales.
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Supplementary Figure S4. The temporal evolution of mRNA uptake and reporter gene
expression is a function of cell type and delivery vehicle but independent of mRNA dose.
Concentration dependence of the time course of uptake and expression for HeLa cells. Top
row, LipoMM, bottom row, PF14. Each panel represents one concentration, and consecutive

time points of 1, 2, 4, 8, 24, 48, and 72 h are connected by lines starting from the origin.
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Supplementary Figure S5. Expression of LipoMM-formulated mRNA is restricted to the

spleen. Twenty four hours after intravenous injection of 500 pg LipoMM-formulated firefly

luciferase reporter gene expression was measured in the indicated organs.
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Supplementary Figure S6. The injected doses of mRNA formulation have no impact on

animal weight. Weight difference before and 24 hours after injection of the indicated doses

of LipoMM-formulated Firefly luciferase mRNA. Shown are averages of five mice per

condition.



