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Figure S1. Classification of HPV viral types based upon severity. 
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Figure S2. Phylogenetic relationship between the studied protein. 
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Figure S3. Predicted secondary structure of the chimeric vaccine construct 
representing strand (yellow), helix (magentas), and coil (gray) colour 
respectively. 
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Figure S4. (A) Protein solubility profile of the recombinant vaccine. (B) in 
addition to its deviation, charge and fold propensity. 

 

 
Figure S5. Cloned vaccine in the pET-28a plasmid. The vaccine sequence is 
shown in green. 

 


