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Figure S1. ROC curve for the prediction of a successful outcome of ART treatment AUC, area under 
the curve; ROC, receiver operating characteristics; ART, assisted reproductive technologies. 
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Figure S2. Scatterplots for the body-mass indexes and levels of immune mediators. Data are demon-
strated only for immune mediators with significant correlations (p < 0.05). Data presented as pg of 
cytokine per mg of total protein in menstrual supernatant. Rs, Spearman’s rank correlation coeffi-
cient. 
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Figure S3. Boxplots for the comparison of abundances of microbial taxa and α-diversities. Data are 
demonstrated only for taxa with near-significant p-values. p-values were calculated using the Mann–
Whitney U test. Data presented as abundance (% of total bacterial load measured via amplification 
of conservative prokaryotic DNA sequence). Shannon’s α-diversity indexes are calculated based on 
the analyzed microbiota (mostly bacterial vaginosis-associated microorganisms and do not repre-
sent the real microbiological structure of the menstrual sediment). 
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Figure S4. Boxplots for the comparison of α-diversities based on the presence of diminished ovarian 
reserve. DOR, diminished ovarian reserve. Data are demonstrated only for parameters with signif-
icant p-values. p-values were calculated using the Mann–Whitney U test. Shannon’s α-diversity in-
dexes were calculated based on the analyzed microbiota (mostly bacterial vaginosis-associated mi-
croorganisms that do not represent the real microbiological structure of the menstrual sediment). *, 
p-value significant after the Benjamini–Hochberg adjustment for multiple comparisons. 

 

Figure S5. Scatterplot for the microbial α-diversities and age of study participants. Data are demon-
strated only for significant correlations (p < 0.05). Shannon’s α-diversity indexes are calculated based 
on the analyzed microbiota (mostly bacterial vaginosis-associated microorganisms and do not rep-
resent the real microbiological structure of the menstrual sediment). Rs, Spearman’s rank correlation 
coefficient. 
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Figure S6. Scatterplots for the abundances of Lactobacillus spp., α-diversities, and levels of immune 
mediators. Data are demonstrated only for immune mediators with significant correlations (p < 
0,05). Data presented as abundance (% of total bacterial load measured via amplification of con-
servative prokaryotic DNA sequence) and pg of cytokine per mg of total protein in menstrual su-
pernatant. Shannon’s α-diversity indexes are calculated based on the analyzed microbiota (mostly 
bacterial vaginosis-associated microorganisms and do not represent the real microbiological struc-
ture of the menstrual sediment). Rs, Spearman’s rank correlation coefficient. 


