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Figure S2. Number of genes up-regulated (red) and down-regulated (blue) between all the 20 comparisons analyzed in the 3 study participants (S1, S2, and S3) (A). Heatmap of NES values from GSEA on
biological processes between all the 20 comparisons analyzed. Positive values (red) indicate biological processes enriched in genes up-regulated. Conversely, negative values (blue) show processes enriched in
down-regulated genes. White indicates that there are no significant results (A).



