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Abstract: Background: Clinical decisions regarding the appropriate timing of weaning off renal
replacement therapy (RRT) in critically ill patients are complex and multifactorial. The aim of the
current study was to identify which critical patients with acute kidney injury (AKI) may be more
likely to be successfully weaned off RRT using consensus cluster analysis. Methods: In this study,
critically ill patients who received RRT at three multicenter referral hospitals at several timepoints
from August 2016 to July 2018 were enrolled. An unsupervised consensus clustering algorithm was
used to identify distinct phenotypes. The outcomes of interest were the ability to wean off RTT and
90-day mortality. Results: A total of 124 patients with AKI requiring RRT (AKI-RRT) were enrolled.
The 90-day mortality rate was 30.7% (38/124), and 49.2% (61/124) of the patients were successfully
weaned off RRT for over 90 days. The consensus clustering algorithm identified three clusters from a
total of 45 features. The three clusters had distinct features and could be separated according to the
combination of urinary neutrophil gelatinase-associated lipocalin to creatinine ratio (uNGAL/Cr),
Sequential Organ Failure Assessment (SOFA) score, and estimated glomerular filtration rate at the
time of weaning off RRT. uNGAL/Cr (hazard ratio [HR] 2.43, 95% confidence interval [CI]: 1.36–4.33)
and clustering phenotype (cluster 1 vs. 3, HR 2.7, 95% CI: 1.11–6.57; cluster 2 vs. 3, HR 44.5, 95% CI:
11.92–166.39) could predict 90-day mortality or re-dialysis. Conclusions: Almost half of the critical
patients with AKI-RRT could wean off dialysis for over 90 days. Urinary NGAL/Cr and distinct
clustering phenotypes could predict 90-day mortality or re-dialysis.

Keywords: acute kidney injury; clustering algorithm; critically ill patient; dialysis-free; mortality;
renal replacement therapy

1. Background

Acute kidney injury (AKI) is a common syndrome that has a significant impact on
patient prognosis in various clinical settings. Patients with AKI requiring renal replacement
therapy (AKI-RRT) are considered to be critically ill, are estimated to account for up to 60%
of patients in intensive care units (ICUs), and have a high mortality rate ranging from 38%
to 80% [1–3]. Successful weaning off RRT is associated with a decreased ICU length of stay
and favorable prognosis [4–6]. Currently, physicians usually make the decision to wean
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off RRT based on criteria including clinical status, timed urine creatinine clearance, and
urine output [7]. Nevertheless, these parameters can be affected by multiple factors, some
of which do not directly reflect renal repair and prognosis [6].

A data-driven deep learning approach has been used to identify subtypes of AKI
with different outcomes and response to therapy on the basis of the results of a set of
unstructured data [8,9]. It has been shown to be especially valuable to investigate medical
diseases with high heterogeneity, such as chronic kidney disease [10] and AKI [9].

However, the utility of data-driven deep learning to investigate heterogenous distri-
bution patterns of AKI-RRT patients attempting to wean off dialysis remains unknown.
Furthermore, emerging evidence has shown that several biomarkers are sensitive, specific,
and causally related with regards to the early prediction or risk assessment of AKI, includ-
ing neutrophil gelatinase-associated lipocalin (NGAL) and liver-type fatty-acid binding
protein (L-FABP) [11–15]. Nevertheless, it is unclear whether these biomarkers can be used
to distinguish the patients who will remain dialysis-dependent after attempting to wean
off RRT from those who will be successfully weaned and remain off RRT.

We hypothesized that a data-driven deep learning method incorporating clinical
data and the latest biomarkers could more accurately identify the risk factors and predict
which AKI-RRT patients could be successfully weaned off RRT. Therefore, the aim of this
study was to determine whether unsupervised deep-learning-based consensus clustering
could identify clusters of critically ill AKI-RRT patients attempting to wean off RRT and
investigate different distribution patterns of mortality and re-dialysis among them.

2. Methods
2.1. Study Design and Population

This study was conducted using a prospectively created AKI database with patients
from National Taiwan University Hospital, Chang Gung Memorial Hospital, and Taichung
Veterans General Hospital from August 2016 to July 2018 [16–22]. We enrolled critically ill
adult patients with AKI-RRT who met the following criteria: (1) those whose intrinsic renal
function had adequately recovered [23]; (2) RRT was no longer consistent with the treatment
goals [23]; (3) the indication for starting RRT (azotemia with overt uremic symptoms,
refractory hyperkalemia, oliguria or anuria refractory to diuretics, fluid overload refractory
to diuretics along with pulmonary edema, severe metabolic acidosis) was in remission; and
(4) a trend toward decreasing serum creatinine (sCr), urine output ≥400 mL/24 h with or
without diuretics, and improved fluid overload, electrolyte and metabolic status [7,17]. The
exclusion criteria were: (1) age < 18 years; (2) previous nephrectomy, renal transplantation
or RRT treatment; (3) ICU or hospital length of stay of respectively <2 days and >180 days
during the index hospitalization; (4) patients who resumed dialysis within 48 h because of
a new onset of a critical episode; and (5) patients with AKI caused by surgically induced
injury, vasculitis, obstruction, glomerulonephritis, interstitial nephritis, hemolytic uremic
syndrome, or thrombotic thrombocytopenic purpura (the study design is provided in the
Supplementary Materials).

2.2. Data Collection and Definitions of Variables
2.2.1. Baseline Measurements and Characteristics

The prospectively collected variables in the database included demographic character-
istics, etiology of AKI, indications for initial dialysis and re-dialysis, and disease severity
according to Sequential Organ Failure Assessment (SOFA) score, which was calculated at
(1) 24 h before dialysis initiation (T2), (2) the time of weaning off dialysis (T3), and (3) 24 h
after weaning off dialysis (T4). Blood and urine samples were also collected at the time of
disease severity evaluation and baseline. Baseline (T1) SCr was defined as the nadir value
during the last hospitalization within the last 365 days, or the mean SCr value more than
180 days before the index admission in those without a previous admission [24,25].
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2.2.2. Indication for Renal Replacement Therapy

The RRT modality in each patient was initially chosen by the attending physician and
adjusted accordingly based on disease evolution by a critical care nephrologist. The indica-
tion for RRT included one or more of the following: (1) azotemia (blood urea nitrogen (BUN)
> 80 mg/dL and sCr > 2 mg/dL) with overt uremic symptoms (encephalopathy, pericardi-
tis, or pleuritis); (2) refractory hyperkalemia with serum potassium level > 5.5 mmol/L;
(3) oliguria (urine output < 400 mL/24 h) or anuria (<100 mL/24 h) refractory to diuretics;
(4) fluid overload refractory to diuretics along with a central venous pressure > 12 mmHg
or pulmonary edema with PaO2/FiO2 < 300 mmHg; and (5) metabolic acidosis (pH < 7.2
in arterial blood) [16,26].

2.2.3. Measurement of Urinary Biomarker Levels

At the time of stopping RRT, urine samples were collected and stored at −80 ◦C
until analysis. Urinary NGAL (uNGAL) and urinary L-FABP (uL-FABP) levels were deter-
mined using enzyme-linked immunosorbent assay (ELISA) kits (NGAL, R&D, Minnesota,
USA; L-FABP, Sekisui Medical Co., Ltd., Tokyo, Japan). Each biomarker assay was per-
formed in duplicate according to the manufacturers’ instructions, and the mean value was
used for further statistical analysis (the detection ranges of the kits are provided in the
Supplementary Materials).

2.2.4. Outcome Assessment

The primary outcomes were: (1) 90-day mortality after hospital discharge, and (2) the
composite outcome of 90-day mortality and remaining on dialysis. All patients were
followed until death or at least 90 days after discharge from the index hospitalization,
whichever occurred first. Successful weaning off RRT was defined as survival without
dialysis at the end of the study. Patients who received dialysis and planned to receive
palliative care were excluded.

2.2.5. Statistical Analysis

Continuous data were expressed as mean ± standard deviation, and categorical data
were expressed as number (percentage). All variables were tested for normal distribution
using the Kolmogorov–Smirnov test. The Student’s t-test was used to compare the means
of continuous variables and normally distributed data; otherwise, the Mann–Whitney U
test was used. The χ2 test or Fisher’s exact test was used to compare categorical data. We
performed consensus clustering analysis on all of the study participants. The clustering al-
gorithm allowed us to determine what number of clusters, k, best fit the data. Unsupervised
hierarchical clustering of the selected variables was performed, and the optimal number
of clusters was determined using a consensus matrix heatmap and consensus cumulative
distribution function (CDF) [27]. The standardized mean differences of the input variables
between each cluster and the overall study population were calculated and presented
graphically to examine the cluster profiles. The data matrix was visualized using heat maps
and circular plots, which allowed us to simultaneously visualize clusters of samples and the
selected variables [28]. Generalized pair plots were used to visualize paired combinations
of categorical and quantitative variables [29]. We compared the distribution of 18 selected
variables across clusters using analysis of variance (ANOVA) and the χ2 test. We then
calculated and graphically presented the standardized mean differences of the 18 selected
variables across clusters and the overall study population to examine the cluster profiles.
Net reclassification improvement (NRI) and integrated discrimination improvement (IDI)
analyses were used to examine the role of consensus clustering and uNGAL/Cr and stratify
individuals into higher or lower risk categories (re-classification) [14,25,30].

Multivariate Cox proportional hazards analysis was carried out on selected variables
that significantly affected the overall survival in univariate analysis and those identified
in a literature review. The p-values less than 0.05 were considered to indicate statistical
significance, and relationships between clusters and significant variables were displayed
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using 3D scatter plots. The main analysis of three clusters and the primary outcomes was
conducted using the Kaplan–Meier method to plot cumulative survival curves, which were
compared using the log-rank test. All analyses were performed using R software, version
3.2.2 (Free Software Foundation Inc., Boston, MA, USA).

3. Results
3.1. Study Population Characteristics

A total of 124 adult patients with AKI-RRT who fulfilled the inclusion criteria were
enrolled in this study. The characteristics of the patients are listed in Table 1. The overall
90-day mortality rate was 30.7% (38/124), and 49.2% (61/124) of the patients were suc-
cessfully weaned off dialysis for over 90 days (dialysis-free). The mean age of the study
population was 61.7 years, and 35 patients (28.2%) were women. Among all participants,
55 (44.4%) had diabetes mellitus and 66 (53.2%) had hypertension. The overall mean base-
line creatinine (Cr) and estimated glomerular filtration rate (eGFR) were 1.89 mg/dL and
64.58 mL/min per 1.73 m2, respectively. AKI could be attributed to shock in 93 patients
(75.0%) and sepsis in 61 patients (49.2%). The overall mean SOFA score at dialysis initiation
was 10.7 ± 3.9, and the quick sequential organ failure assessment (qSOFA) score at dialysis
initiation was 1.0 ± 0.8. The leading reason for RRT was oliguria/anuria (53.2%), followed
by fluid overload (42.7%). The main reason for re-dialysis was azotemia (26.6%), followed
by oliguria/anuria (12.1%).

Table 1. Characteristics of enrolled patients.

Predictors Total
(n = 124)

Cluster 1

(n = 30)
Cluster 2

(n = 16)
Cluster 3

(n = 78) p Value

Demographic factors (T1)

Age, years 61.7 ± 16.7 56.6 ± 19.0 58.4 ± 20.2 64.4 ± 14.5 0.83

Gender (male), n (%) 89 (71.8%) 18 (60.0%) 10 (62.5%) 61 (78.2%) 0.11

Baseline SCr, mg/dL 1.9 ± 1.8 2.0 ± 2.2 0.8 ± 0.4 2.1 ± 1.7 <0.001

Baseline eGFR, mL/min/1.73 m2 64.6 ± 44.5 68.1 ± 44.1 124.9 ± 60.5 50.9 ± 27.7 0.19

Diabetic mellitus, n (%) 55 (44.4%) 14 (46.7%) 6 (37.5%) 35 (44.9%) 0.71

Hypertension, n (%) 66 (53.2%) 16 (53.3%) 7 (43.8%) 43 (55.1%) 0.025

Cardiorenal syndrome, n (%) 66 (53.2%) 10 (33.3%) 8 (50.0%) 48 (61.5%) 0.030

Type 1 55 (44.4%) 10 (33.3%) 8 (50.0%) 37 (47.4%) 0.027

Type 2 11 (8.9%) 0 (0.0%) 0 (0.0%) 11 (14.1%) <0.001

Mechanical ventilator use 94 (75.8%) 26 (86.7%) 13 (81.3%) 55 (70.5%) 0.017

Infection 93 (75.0%) 25 (83.3%) 14 (87.5%) 54 (69.2%) 0.15

Time from diagnosis to RRT 10.8 ± 35.6 17.9 ± 53.9 10.7 ± 19.4 8.1 ± 29.0 0.51

Etiology of AKI

AKI due to shock, n (%) 93 (75.0%) 23 (76.7%) 10 (62.5%) 60 (76.9%) 0.47

AKI due to sepsis, n (%) 61 (49.2%) 22 (73.3%) 9 (56.3%) 30 (38.5%) 0.004

AKI due to drug, n (%) 7 (5.6%) 2 (6.7%) 1 (6.3%) 4 (5.1%) 0.87

AKI due to contrast, n (%) 13 (10.5%) 3 (10.0%) 2 (12.5%) 8 (10.3%) 0.91

AKI due to all other cause *, n (%) 17 (13.7%) 4 (13.3%) 3 (18.8%) 10 (12.8%) 0.80

Etiology of Shock

Septic shock, n (%) 18 (14.5%) 6 (20.0%) 4 (25.0%) 8 (10.3%) 0.16

Cardiogenic shock, n (%) 17 (13.7%) 2 (6.7%) 3 (18.8%) 12 (15.4%) 0.40

Hypovolemic shock, n (%) 2 (1.6%) 2 (6.7%) 0 (0.0%) 0 (0.0%) 0.073
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Table 1. Cont.

Predictors Total
(n = 124)

Cluster 1

(n = 30)
Cluster 2

(n = 16)
Cluster 3

(n = 78) p Value

Indication for dialysis

Azotemia, n (%) 46 (37.1%) 12 (40.0%) 5 (31.3%) 29 (37.2%) 0.44

Fluid overload, n (%) 53 (42.7%) 11 (36.7%) 9 (56.3%) 33 (42.3%) 0.69

Electrolyte imbalance, n (%) 13 (10.5%) 2 (6.7%) 1 (6.3%) 10 (12.8%) 0.99

Acid base imbalance, n (%) 24 (19.4%) 6 (20.0%) 3 (18.8%) 15 (19.2%) 1.00

Uremic symptom, n (%) 1 (0.8%) 0 (0.0%) 0 (0.0%) 1 (1.3%) 0.21

Rhabdomyolysis, n (%) 5 (4.0%) 3 (10.0%) 0 (0.0%) 2 (2.6%) 0.57

Oliguria/anuria, n (%) 66 (53.2%) 18 (60.0%) 7 (43.8%) 41 (52.6%) 0.001

Clinical parameters before initiating RRT (T2)

BUN, mg/dL 67.8 ± 42.3 76.2 ± 47.7 47.7 ± 37.2 68.7 ± 40.2 0.003

SCr, mg/dL 3.4 ± 2.3 3.6 ± 2.3 1.9 ± 1.4 3.6 ± 2.3 0.38

Potassium, mEq/L 4.4 ± 0.8 4.6 ± 0.9 4.2 ± 0.8 4.4 ± 0.8 0.046

Bicarbonate, mmol/L 19.4 ± 4.2 18.4 ± 3.8 17.7 ± 3.6 20.1 ± 4.3 0.84

SOFA score 10.7 ± 3.9 11.9 ± 3.7 12.7 ± 4.0 9.8 ± 3.7 0.22

qSOFA score 1.0 ± 0.8 1.1 ± 0.8 1.3 ± 0.9 0.9 ± 0.8 0.048

IE score 9.5 ± 12.6 11.6 ± 10.7 14.8 ± 19.9 7.6 ± 11.1 0.10

Clinical parameters when weaning off RRT (T3)

SBP, mmHg 128.7 ± 24.2 129.4 ± 24.1 115.8 ± 24.6 131.1 ± 23.6 0.87

DBP, mmHg 68.3 ± 14.6 67.1 ± 15.7 69.1 ± 18.2 68.6 ± 13.5 <0.001

Body weight, kg 67.0 ± 14.4 65.6 ± 16.1 62.9 ± 16.5 68.4 ± 13.2 0.91

Urine output, ml 1030.3 ± 668.8 1003.9 ± 714.1 962.9 ± 516.5 1054.3 ± 684.7 0.07

Platelet count, 103/uL 125.5 ± 74.2 128.6 ± 82.8 88.4 ± 57.9 131.9 ± 72.2 0.10

BUN, mg/dL 50.0 ± 23.2 48.7 ± 29.5 47.8 ± 20.4 50.9 ± 21.1 0.76

SCr, mg/dL 1.8 ± 1.6 1.7 ± 1.6 0.9 ± 0.3 2.0 ± 1.7 0.07

eGFR, mL/min/1.73 m2 62.8 ± 34.9 67.9 ± 36.9 104.3 ± 36.8 52.2 ± 26.2 0.001

Potassium, mEq/L 4.0 ± 0.6 4.0 ± 0.8 4.0 ± 0.7 4.0 ± 0.5 0.06

Bicarbonate, mmol/L 21.7 ± 3.8 20.7 ± 3.4 23.4 ± 3.1 21.8 ± 4.0 0.32

SOFA score 7.5 ± 2.9 7.1 ± 2.8 9.1 ± 3.1 7.4 ± 2.8 0.015

qSOFA score 0.8 ± 0.8 0.9 ± 0.8 1.3 ± 1.0 0.6 ± 0.7 0.59

uLFABP/Cr (log), µg/gCr 2.2 ± 0.7 2.7 ± 0.4 2.4 ± 0.8 2.0 ± 0.7 <0.001

uNGAL/Cr (log), µg/gCr 2.5 ± 0.6 2.8 ± 0.4 2.5 ± 0.8 2.3 ± 0.6 <0.001

Clinical parameters after being weaned off RRT for 24 h (T4)

SCr, mg/dL 2.8 ± 1.8 2.5 ± 1.1 1.6 ± 0.8 3.2 ± 2.1 0.41

BUN, mg/dL 55.8 ± 24.6 56.9 ± 27.3 48.4 ± 21.5 56.9 ± 24.1 0.43

Daily UO (log), mL 3.1 ± 0.4 3.2 ± 0.3 3.2 ± 0.2 3.1 ± 0.4 0.71

Outcome

Mortality, n (%) 38 (30.7%) 13 (43.3%) 12 (75.0%) 13 (16.7%) <0.001

Mortality and re-dialysis, n (%) 63 (50.7%) 18 (60.0%) 12 (75.0%) 33 (42.3%) 0.015

Abbreviations: AKI, acute kidney injury; BUN, blood urea nitrogen; Cr, creatinine; DBP, diastolic blood pressure;
eGFR, estimated glomerular filtration rate; IE, inotrope exposure; qSOFA, quick Sequential Organ Failure As-
sessment; RRT, renal replacement therapy; SBP, systolic blood pressure; SCr, serum creatinine; SOFA, Sequential
Organ Failure Assessment; uL-FABP, urinary liver-type fatty acid binding protein; uNGAL, urinary neutrophil
gelatinase-associated lipocalin; UO, urine output. Differences between groups were assessed by a one-way
ANOVA with post-hoc Bonferroni tests for multiple comparisons and contrast analysis. * Nephrotoxin, pigment
nephropathy, contrast nephropathy, hepatorenal syndrome
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3.2. Unsupervised Cluster Analysis to Identify AKI Clusters

The consensus clustering algorithm identified 18 variables from a total of 45 features
(Table 1). Using transformed values of these combined features, k-means clustering ranged
from K = 2 to K = 6. The consensus matrix heatmaps for each cluster size, showing
the pairwise consensus of all participants, are shown in Figure 1A–D. Figure 1E,F show
the curves of cumulative distribution, and illustrate that the results were stable when the
number of clusters (K) was three. Therefore, three clusters represented the best performance
of the data pattern of our AKI-RRT population who could wean off dialysis. Cluster 1 had
30 (24.2%) patients, cluster 2 had 16 (12.9%) patients, and cluster 3 had 78 (62.9%) patients.
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Figure 1. Consensus clustering analysis results displaying the robustness of sample classification
using multiple iterations of k-means clustering. (A–D) The consensus matrix heat maps of K = 3, 4, 5
to K = 6 using 45 baseline parameters. The dark blue color shows the consensus of which groups fit
perfectly together, and the white color shows that two individuals are always grouped separately.
(E) Curve of CDF. (F) CDF delta area curve of consensus clustering. The x axis represents the category
k, and the y axis denotes the relative change in area under the CDF curve of category k compared
with category k − 1. Abbreviations: CDF, cumulative distribution function.

3.3. Clinical Characteristics of the Distinct Clusters

Table 1 lists the characteristics of the three clusters. The clinical features differed
significantly among the three clusters. However, there were no significant differences in
age, gender, baseline eGFR, and the prevalence of diabetes, AKI due to shock, indication
for dialysis and clinical parameters after being weaned off RRT for 24 h (Table 1). Figure 2A
shows the heatmap of the selected variables by unsupervised hierarchical clustering which
separated all patients into three clusters. Figure 2B illustrates the matrix correlation of the
top 12 features among the three clusters. The highest correlation coefficients among the
three clusters were found between eGFR at baseline (T1) and when weaning off RRT (T3)
(r = 0.867, p < 0.01), SCr and BUN before initiating RRT (T2) (r = 0.544, p < 0.01), and SCr
before initiating RRT (T2) and after weaning off RRT for 24 h (T4) (r = 0.622, p < 0.01). These
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findings suggested that the renal function parameters of the patients were well correlated
at the different timepoints of the study.
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Figure 2. (A) The heatmap shows the three subtypes according to the selected baseline parame-
ters. The dendrogram on the y axis shows consensus clustering of the patients. The x axis shows the
variables of the patients attempting to wean from RRT. (B) Correlations between baseline predictors
with overall mortality. Generalized pairs plot depicting all of the pairwise scatter plots comparing
scores of each pair of selected predictors (upper diagonal), and the regression line (lower diagonal).
Each plotted point represents a study participant. Distributions and plots are based on values for
the area under the positive part of the curve which are displayed on the axes; the shaded areas
show 95% confidence intervals, and significant differences are represented by asterisks. Red boxes
represent significant correlations of baseline eGFR and eGFR when stopping dialysis. Abbreviations:
BUN, blood urea nitrogen; Cr, Creatinine; eGFR, estimated glomerular filtration rate; NGAL, neu-
trophil gelatinase-associated lipocalin; RRT, renal replacement therapy; sCr, serum creatinine; SOFA,
Sequential Organ Failure Assessment; UO, urine output.

Circular barplots showing the selected predictors in the three clusters are depicted
in Figure 3A. The discrepancies of most factors were within one standard difference of
the three clusters. Standardized difference plots were used to visualize the key predictors
of each cluster. Variables with an absolute standardized difference >0.3 were marked as
the key features for each cluster (Figure 3B). Cluster 1 included patients with a relatively
high severity of critical illness before initiating RRT (T2) and the highest uNGAL/Cr when
weaning off RRT (T3). Cluster 2 included patients with relatively good renal function at all
four time points as well as the highest severity of critical illness before initiating RRT (T2)
and when weaning off RRT (T3). Cluster 3 included patients with the worst renal function
at baseline (T1) and when weaning off RRT (T3).

3.4. Etiologies of AKI and Dialysis

In this study, the etiology of AKI was mostly attributed to shock (75.0%), including
23 of 30 (76.7%) patients in cluster 1, 10 of 16 (62.5%) patients in cluster 2, and 60 of 78
(76.9%) patients in cluster 3. There was a statistically significant difference in the prevalence
of sepsis, with the lowest proportion in cluster 3. The indication for dialysis was mostly
attributed to oliguria/anuria, followed by fluid overload. Cluster 2 had a significantly lower
proportion of oliguria/anuria than the other two clusters (Table 1). Supplemental Table S1
shows the reasons for re-dialysis. The indication for re-dialysis was mostly attributed to
azotemia. Cluster 1 had a significantly higher proportion of oliguria/anuria, while cluster
2 had a significantly higher proportion of uremic symptoms.
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Figure 3. (A) Circular barplots of the selected predictors associated with each cluster. The height
of each bar represents each percentage of standard difference to total standard difference response of
each characteristic. (B) Three clusters based on 18 parameters. Manhattan plot of the standardized
differences across three AKI subgroups of the selected baseline predictors. The x axis is the stan-
dardized difference value, and the y axis represents the four time serial baseline parameters. The
dashed-dotted vertical lines represent standardized difference cutoffs of >0.3 or <−0.3. The light blue
horizontal lines sort the category to which the predictors belong, including T1 (baseline), T2 (before
initiating RRT), T3 (at the time of stopping RRT) and T4 (24 h after weaning off RRT). Abbreviations:
AKI, acute kidney injury; BUN, blood urea nitrogen; Cr, creatinine; eGFR, estimated glomerular
filtration rate; NGAL, neutrophil gelatinase-associated lipocalin; RRT, renal replacement therapy; sCr,
serum creatinine; SOFA, Sequential Organ Failure Assessment; UO, urine output.

3.5. AKI Phenotypes Predicting Clinical Outcomes

Overall, 20.2% (25/124) of the patients and 29.1% (25/86) of the survivors were dialysis-
dependent at 90 days after attempting to wean off dialysis. Kaplan–Meier survival plots
disclosed that each cluster phenotype was significantly associated with 90-day mortality
(log rank p < 0.001, Figure 4A) as well as the composite outcome of 90-day mortality or
re-dialysis (log rank p < 0.001, Figure 4B). Clusters 3, 1, and 2 were associated with a low,
medium, and high risk of the clinical outcomes, respectively. Cox proportional hazards
analysis showed that age (hazard ratio [HR] 1.06, 95% confidence interval [CI]: 1.02–1.10),
uNGAL/Cr (HR 3.68, 95% CI: 1.63–8.31), eGFR when weaning off RRT (HR 0.96, 95% CI:
0.94–0.99), and acid-base imbalance (HR 2.59, 95% CI: 1.12–5.98) as an indication for dialysis
were independent predictors of 90-day mortality. Clusters 1 and 2 had significantly higher
HRs of mortality than cluster 3 (cluster 1 vs. 3: HR 3.69, 95% CI: 1.25–10.93; cluster 2 vs. 3:
HR 26.2, 95% CI: 5.42–126.65) (Table 2). uNGAL/Cr was also an independent factor of the
composite outcome of mortality or re-dialysis (HR 2.43, 95% CI: 1.36–4.33). Cluster 1 (HR
2.7, 95% CI: 1.11–6.57) and cluster 2 (HR 44.5, 95% CI: 11.92–166.39) still had significantly
higher HRs than cluster 3 (Table 3). Figure 5 shows that a combination of uNGAL/Cr, SOFA,
and eGFR at weaning off dialysis could significantly delineate the distinct pattern of the
clusters and separate them from one another. Supplementary Table S2 and Supplementary
Figure S1 demonstrate that a combination of uNGAL/Cr and clustering phenotype could
significantly delineate the distinct pattern of 90-day mortality. Furthermore, NRI and IDI
analyses were used to distinguish risk categories and reclassify the patients who died from
all causes at 90 days after RRT initiation into high and low risk categories. Combining
uNGAL/Cr with clustering phenotype at the time of weaning off RRT led to a significant
increase in risk stratification (categorical NRI = 0.336; 95% CI: 0.092–0.580; p = 0.007). Most
of this effect came from the survivors (event IDI = 0.289; 95% CI: 0.084–0.495; p = 0.006).
Likewise, the total IDI was significant (0.168; 95% CI: 0.045–0.291; p = 0.008).
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Table 2. Cox proportional hazards models depicting the 90-day mortality.

Parameter Hazard Ratio 95% Confidence Interval p-Value

Demographic factors (T1)

Age, year 1.06 1.02–1.10 0.001

Gender, n (%) 1.26 0.53–2.96 0.60

Diabetic mellitus, n (%) 1.55 0.63–3.83 0.35

Baseline eGFR, mL/min/1.73 m2 1.02 1.00–1.05 0.049

Indication for dialysis

Azotemia, n (%) 0.56 0.20–1.64 0.29

Fluid overload, n (%) 0.66 0.24–1.82 0.42

Electrolyte imbalance, n (%) 0.62 0.12–3.38 0.59

Acid-base imbalance, n (%) 2.59 1.12–5.98 0.026

Rhabdomyolysis, n (%) 2.98 0.28–31.93 0.37

Oliguria/anuria, n (%) 0.47 0.17–1.25 0.13

Clinical parameters before initiating RRT(T2)

BUN, mg/dL 1.01 1.00–1.02 0.045

SOFA score 1.07 0.94–1.22 0.31

Clinical parameters when weaning off RRT (T3)

SBP, mmHg 0.99 0.97–1.01 0.26

Body weight, kg 0.99 0.96–1.02 0.44

Daily UO (log), ml 0.69 0.16–2.91 0.61

BUN, mg/dL 0.99 0.97–1.01 0.53

eGFR, mL/min/1.73 m2 0.96 0.94–0.99 0.01

Potassium, mEq/L 1.33 0.66–2.66 0.43

SOFA 1.10 0.93–1.30 0.25

uNGAL/Cr (log), µg/gCr 3.68 1.63–8.31 0.002

Clinical parameters after being weaned off RRT for 24 h (T4)

Daily UO (log), ml 2.46 0.45–13.57 0.30

BUN, mg/dL 1.01 0.99–1.024 0.58

Cluster 1 vs. 3 3.69 1.25–10.93 0.018

Cluster 2 vs. 3 26.19 5.42–126.65 <0.001

Abbreviations: AKI, acute kidney injury; BUN, blood urea nitrogen; Cr, creatinine; eGFR, estimated glomerular
filtration rate; RRT, renal replacement therapy; SBP, systolic blood pressure; SOFA, Sequential Organ Failure
Assessment; uNGAL, urinary neutrophil gelatinase-associated lipocalin; UO, urine output.

Table 3. Cox proportional hazards models depicting the composite outcome of 90-day mortality
or re-dialysis.

Parameter Hazard Ratio 95% Confidence Interval p-Value

Demographic factors (T1)

Age, year 1.03 1.00–1.10 0.003

Gender, n (%) 1.41 0.66–3.01 0.38

Diabetic mellitus, n (%) 1.44 0.71–2.92 0.31

Baseline eGFR, mL/min/1.73 m2 1.00 0.98–1.02 0.89
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Table 3. Cont.

Parameter Hazard Ratio 95% Confidence Interval p-Value

Indication for dialysis

Azotemia, n (%) 0.64 0.30–1.36 0.25

Fluid overload, n (%) 1.06 0.54–2.11 0.87

Electrolyte imbalance, n (%) 0.79 0.25–2.52 0.69

Acid- base imbalance, n (%) 1.98 0.97–4.06 0.06

Rhabdomyolysis, n (%) 3.12 0.69–14.21 0.14

Oliguria/anuria, n (%) 0.82 0.39–1.71 0.60

Clinical parameters before initiating RRT(T2)

BUN, mg/dL 1.01 1.00–1.02 0.23

SOFA score 0.99 0.89–1.10 0.87

Clinical parameters when weaning off RRT (T3)

SBP, mmHg 1.00 0.99–1.02 0.85

Body weight, kg 0.99 0.97–1.02 0.51

Daily UO (log), ml 1.75 0.63–4.86 0.29

BUN, mg/dL 1.00 0.99–1.02 0.59

eGFR, mL/min/1.73 m2 0.98 0.96–1.00 0.05

Potassium, mEq/L 1.32 0.76–2.30 0.33

SOFA 1.08 0.95–1.23 0.24

uNGAL/Cr (log), µg/gCr 2.43 1.36–4.33 0.003

Clinical parameters after being weaned off RRT for 24 h (T4)

Daily UO (log), mL 0.85 0.32–2.27 0.75

BUN, mg/dL 1.00 0.99–1.02 0.64

Cluster 1 vs. 3 2.70 1.11–6.57 0.028

Cluster 2 vs. 3 44.53 11.92–166.39 <0.001

Abbreviations: AKI, acute kidney injury; BUN, blood urea nitrogen; Cr, creatinine; eGFR, estimated glomerular
filtration rate; RRT, renal replacement therapy; SBP, systolic blood pressure; SOFA, Sequential Organ Failure
Assessment; uNGAL, urinary neutrophil gelatinase-associated lipocalin; UO, urine output.

4. Discussion

In this study, we used an unsupervised consensus clustering algorithm with 45 vari-
ables and identified three AKI-RRT clusters with different risks of mortality or re-dialysis
after weaning off RRT. The 90-day mortality rate was 30.7% (38/124), and 49.2% (61/124)
of the patients were successfully weaned off RRT for over 90 days, which is consistent with
previous reports [6,31]. Moreover, the three clusters could be distinguished by incorporat-
ing SOFA score, eGFR, and uNGAL/Cr when weaning off RRT. Of note, distinct clustering
phenotype and uNGAL/Cr were associated with 90-day mortality or re-dialysis.

The consensus clustering algorithm identified three clusters from 18 selected features
which could represent the diverse clinical data and separate the patients into groups by
significant different entities. Moreover, the clusters were strongly associated with clinical
outcomes. Despite differences in baseline renal function between the clusters, all three
clusters met the Kidney Disease Improving Global Outcomes (KDIGO) stage 3 AKI. The
cluster phenotypes provided a simple metric summarizing the heterogeneity of critical
illness and clinical presentation.

Of note, the patients in the worst cluster (cluster 2) had the best renal function param-
eters, including higher baseline eGFR, lower BUN and SCr before initiating RRT, higher
eGFR and bicarbonate level when weaning off RRT, as well as lower BUN and SCr at 24 h



Biomedicines 2022, 10, 1628 12 of 16

after weaning off RRT. These features have been associated with a good prognosis [17,26,32].
However, the patients in cluster 2 also had more severe illness in terms of higher qSOFA
score and lower bicarbonate level before initiating RRT, which have been associated with a
poor prognosis [26,33]. The results showed that clustering analysis could cluster baseline
characteristics with a temporal change in disease severity into distinct phenotypes.

Consensus clustering is a more robust approach which relies on multiple iterations
of the chosen clustering method on sub-samples of the dataset. Using this method, we
could identify the potential heterogeneity factors linked to the outcomes, and build a
putative model to distinguish patients who were at a higher risk [10]. Notably, we found a
strong independent association between the cluster phenotype and adverse outcomes after
controlling for other independent variables measured at different timepoints.

Because a considerable number of hospitalized patients develop AKI-RRT in a wide
variety of heterogeneous clinical settings, consensus clustering analysis may allow for better
prediction of the prognosis along with objective information for clinical decision-making
when treating this subset of patients. In this study, cluster 3 had the worst kidney function
(the lowest eGFR) while cluster 2 had the best kidney function (the highest eGFR and
bicarbonate level) when weaning off RRT. According to current criteria and clinical practice,
the patients in cluster 3 may be thought to have the lowest probability and patients in
cluster 2 have the highest probability of successful weaning off RRT, in contrast to our
findings. These results highlight the importance of incorporating disease severity and
baseline kidney function to accurately predict patient outcomes.

NGAL is a widely expressed 25 kDa protein belonging to the lipocalin family, which
transports small hydrophobic molecules such as steroids and lipids [34]. Urinary NGAL
is produced in renal epithelia and leukocytes in response to tubular injury and systemic
inflammation, and it can be detected as early as 3 h after nephrotoxic or ischemic in-
jury [35–38]. The prognostic value of uNGAL and uNGAL/Cr for kidney recovery has
been studied [31,39–41]. Srisawat et al. reported that lower uNGAL levels during the first
14 days following AKI were associated with a reduced need for renal support at 60 days
in a setting of AKI-RRT [31]. One recent retrospective study by Lumlertgul et al. [42].
demonstrated that uNGAL/Cr showed the best discrimination ability for persistent AKI
versus transient AKI, comparable to uNGAL alone. In the current study, our data further
demonstrated that uNGAL/Cr was an important independent factor of 90-day mortality
in AKI-RRT patients attempting to wean off RRT. Of note, it was the only independent
predictor of the composite endpoint of mortality or re-dialysis. The NRI and IDI analyses
also demonstrated that the integration of uNGAL/Cr could enhance the identification of
patients who could be successfully weaned off RRT. Furthermore, cluster analysis also
showed that the three distinct phenotypes could be separated according to the combination
of uNGAL/Cr, SOFA score, and eGFR at the time of weaning off RRT (Figure 5), which
also highlights the clinical impact of uNGAL/Cr on the heterogeneity in these patients.

To the best of our knowledge, this is the first study to apply consensus clustering
analysis to investigate the potential risk factors or predictors of the outcomes of patients
with AKI-RRT attempting to wean off dialysis. Our findings provide another aspect of
grouping patients with similar characteristics who could have similar clinical outcomes.
Using a data-driven approach, consensus clustering analysis identified three clusters of
AKI-RRT patients on the basis of 45 variables, including baseline characteristics, comorbidi-
ties, clinical parameters and novel biomarker data (uNGAL/Cr and uL-FABP/Cr). Our
results demonstrated that the three clusters were associated with different prognoses in the
critically ill patients with AKI-RRT attempting to wean off RRT. The more comprehensively
and precisely clinicians can determine which patient’s kidney function will recover and to
what degree and how long it might take, the more the medical team will be able to individ-
ualize therapeutic strategies and care plans, and prepare patients for future developments.
However, further studies are needed to investigate whether this approach could guide
treatment or improve outcomes [10].
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In spite of the encouraging results observed in this study, several potential limitations
should be recognized. First, clinical decisions regarding when to wean off RRT were not
based on standardized criteria; rather, decisions were made by the attending physicians
according to their clinical judgment. However, this study was conducted at three tertiary
care referral hospitals that have historically cooperated for over 10 years and collaborated
on many multi-center research studies [16–22]. This long-term collaboration may have
partially reduced the heterogeneity in clinical practice styles with regards to ceasing and
re-initiating RRT. Second, there was limited information on suspected causes of sepsis and
shock. In critical settings, multifactorial conditions could relate to sepsis- or shock-related
AKI. Although it is a challenge to delineate the etiologies of shock or sepsis, the main
purpose of this study was to investigate the indicators for patients who could wean from
dialysis requiring AKI, namely recovery from shock or sepsis. While it is not perfect,
our work is the first study to determine the likelihood of predicting 90-day mortality or
re-dialysis. Third, sequential measurements of urinary biomarkers may reflect the dynamic
aspects of clinical diseases, thus providing superior information on the risks of re-dialysis
and mortality. Future studies evaluating other novel stress and tubular damage biomarkers
using serial measurements may be more helpful in accurately evaluating kidney function
recovery in AKI-RRT patients. Fourth, the relatively small sample size may have affected
the statistical power. In addition, we separated our patients into three clusters, and the
number of patients in each cluster varied. However, our analysis confirmed the optimal
number of clusters by calculating the CDF for each consensus matrix from each cluster
number, and discrete characteristics of each group were noted. Fifth, cluster analysis
is a category of exploratory data analysis, and the data-driven approach relied on the
input of data. The algorithm identified clusters of individuals who shared the same or
similar characteristics in terms of the input variables. Sixth, information was lost due to the
clustering approach summarizing the individual heterogeneity to provide better clinical
interpretability. Lastly, the clustering approach was conducted on dialysis initiation to
allow this study to be applied in clinical practice. Although the clusters were analyzed at
multiple centers, future studies should include a validation dataset.

5. Conclusions

In summary, the three clusters of AKI-RRT patients who attempted to wean off RRT
had discrete features and were highly associated with mortality and re-dialysis. uNGAL/Cr
could be combined with SOFA score and eGFR at the time of weaning off RRT to separate
the clusters from one another. Our results showed that consensus clustering analysis
could improve the prediction of prognosis along with objective information for clinical
decision-making when treating critical dialysis patients.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/biomedicines10071628/s1. Figure S1: Decision curve analysis
(DCA) plot to assess the clinical consequences of screening patients for the risk of 90-day mortality
using uNGAL/Cr; Table S1: Reason of re-dialysis; Table S2: NRI and IDI analyses for the role of
uNGAL/Cr in stratifying individuals into high or low risk of mortality.

Author Contributions: Conceptualization, H.-C.P., T.T.-M.H., C.-T.H., C.-Y.S. and V.-C.W.; method-
ology, H.-C.P., C.-T.H., C.-H.T. and C.-H.L.; software, H.-C.P. and V.-C.W.; validation, H.-C.P. and
V.-C.W.; formal analysis, H.-C.P. and V.-C.W.; investigation, H.-C.P., T.T.-M.H., C.-T.H., C.-Y.S.,
C.-H.T., C.-H.L., Y.-M.C. and V.-C.W.; resources, H.-C.P., T.T.-M.H., C.-T.H., C.-Y.S., C.-H.T., C.-H.L.,
Y.-M.C. and V.-C.W.; data curation, H.-C.P., T.T.-M.H., C.-T.H., C.-Y.S., C.-H.T., C.-H.L., Y.-M.C. and
V.-C.W.; writing—original draft preparation, H.-C.P., C.-Y.S., C.-H.T., C.-H.L., Y.-M.C. and V.-C.W.;
writing—review and editing, H.-C.P. and V.-C.W.; visualization, H.-C.P.; supervision, V.-C.W.; project
administration, H.-C.P., C.-T.H., Y.-M.C. and V.-C.W.; funding acquisition, H.-C.P. and V.-C.W. All
authors have read and agreed to the published version of the manuscript.

https://www.mdpi.com/article/10.3390/biomedicines10071628/s1
https://www.mdpi.com/article/10.3390/biomedicines10071628/s1


Biomedicines 2022, 10, 1628 14 of 16

Funding: This study was funded by the Taiwan National Science Council [104-2314-B-002-125-MY3,
106-2314-B-002-166-MY3, 107-2314-B-002-026-MY3], National Health Research Institutes [PH-102-SP-
09], National Taiwan University Hospital [106-FTN20, 106-P02, UN106-014, 106-S3582, 107-S3809,
107-T02, PC1246, VN109-09, 109-S4634, UN109-041]. The APC was funded by Ministry of Science and
Technology (MOST) of the Republic of China (Taiwan) [MOST 106-2321-B-182-002, MOST 107-2321-B-
182-004, MOST 108-2321-B-182-003, MOST 109-2321-B-182-001].

Institutional Review Board Statement: This study was approved by the National Research Program
for Biopharmaceuticals (NRPB)—Institutional Review Board (IRB) (NRPB2014050013) and the IRBs
of all participating hospitals. This study was conducted in accordance with the ethical principles of
the Declaration of Helsinki and was consistent with Good Clinical Practice guidelines.

Informed Consent Statement: Patients meeting the inclusion criteria were invited to participate in
this study on their first day of ICU admission. Trained physicians evaluated their mental status
during the screening and informed consent procedure. Written informed consent was obtained from
all mentally competent patients or next-of-kin of compromised ones prior to their participation.

Data Availability Statement: The data presented in this study are available on request from the
corresponding author. The data are not publicly available due to ethical and privacy restrictions.

Acknowledgments: The authors also thank all participants of NSARF and CAKs as well as the staff
of the National Health Research Institute and Harvard Statistics. (The details of the members of
CAKs can be downloaded here: http://links.lww.com/MD/B298) (accessed on 1 March 2022).

Conflicts of Interest: The authors declared no potential conflict of interest with respect to the research,
authorship, and/or publication of this article.

References
1. Neveu, H.; Kleinknecht, D.; Brivet, F.; Loirat, P.; Landais, P. Prognostic factors in acute renal failure due to sepsis. Results of

a prospective multicentre study. The French Study Group on Acute Renal Failure. Nephrol Dial. Transpl. 1996, 11, 293–299.
[CrossRef] [PubMed]

2. Drazen, J.M.; Ingelfinger, J.R.; Curfman, G.D. Expression of concern: Schiffl H., et al. Daily hemodialysis and the outcome of
acute renal failure. N Engl J Med 2002;346:305-10. N. Engl. J. Med. 2003, 348, 2137. [CrossRef] [PubMed]

3. Chen, Y.Y.; Wu, V.C.; Huang, W.C.; Yeh, Y.C.; Wu, M.S.; Huang, C.C.; Wu, K.D.; Fang, J.T.; Wu, C.J.; Nsarf, T.; et al. Norepinephrine
Administration Is Associated with Higher Mortality in Dialysis Requiring Acute Kidney Injury Patients with Septic Shock. J. Clin.
Med. 2018, 7, 274. [CrossRef] [PubMed]

4. Mehta, S.; Chauhan, K.; Patel, A.; Patel, S.; Pinotti, R.; Nadkarni, G.N.; Parikh, C.R.; Coca, S.G. The prognostic importance of
duration of AKI: A systematic review and meta-analysis. BMC Nephrol. 2018, 19, 91. [CrossRef]

5. Kellum, J.A.; Sileanu, F.E.; Bihorac, A.; Hoste, E.A.; Chawla, L.S. Recovery after Acute Kidney Injury. Am. J. Respir Crit. Care Med.
2017, 195, 784–791. [CrossRef]

6. Yang, T.; Sun, S.; Zhao, Y.; Liu, Q.; Han, M.; Lin, L.; Su, B.; Huang, S.; Yang, L. Biomarkers upon discontinuation of renal
replacement therapy predict 60-day survival and renal recovery in critically ill patients with acute kidney injury. Hemodial. Int.
2018, 22, 56–65. [CrossRef]

7. Kelly, Y.P.; Waikar, S.S.; Mendu, M.L. When to stop renal replacement therapy in anticipation of renal recovery in AKI: The need
for consensus guidelines. Semin. Dial. 2019, 32, 205–209. [CrossRef]

8. Bhatraju, P.K.; Zelnick, L.R.; Herting, J.; Katz, R.; Mikacenic, C.; Kosamo, S.; Morrell, E.D.; Robinson-Cohen, C.; Calfee, C.S.;
Christie, J.D. Identification of acute kidney injury subphenotypes with differing molecular signatures and responses to vasopressin
therapy. Am. J. Respir. Crit. Care Med. 2019, 199, 863–872. [CrossRef]

9. Chaudhary, K.; Vaid, A.; Duffy, Á.; Paranjpe, I.; Jaladanki, S.; Paranjpe, M.; Johnson, K.; Gokhale, A.; Pattharanitima, P.;
Chauhan, K.; et al. Utilization of deep learning for subphenotype identification in sepsis-associated acute kidney injury. Clin. J.
Am. Soc. Nephrol. 2020, 15, 1557–1565. [CrossRef]

10. Zheng, Z.; Waikar, S.S.; Schmidt, I.M.; Landis, J.R.; Hsu, C.Y.; Shafi, T.; Feldman, H.I.; Anderson, A.H.; Wilson, F.P.; Chen, J.; et al.
Subtyping CKD Patients by Consensus Clustering: The Chronic Renal Insufficiency Cohort (CRIC) Study. J. Am. Soc. Nephrol.
2021, 32, 639–653. [CrossRef]

11. Susantitaphong, P.; Siribamrungwong, M.; Doi, K.; Noiri, E.; Terrin, N.; Jaber, B.L. Performance of urinary liver-type fatty
acid–binding protein in acute kidney injury: A meta-analysis. Am. J. Kidney Dis. 2013, 61, 430–439. [CrossRef] [PubMed]

12. Zdziechowska, M.; Gluba-Brzózka, A.; Poliwczak, A.R.; Franczyk, B.; Kidawa, M.; Zielinska, M.; Rysz, J. Serum NGAL, KIM-1,
IL-18, L-FABP: New biomarkers in the diagnostics of acute kidney injury (AKI) following invasive cardiology procedures. Int.
Urol. Nephrol. 2020, 52, 2135–2143. [CrossRef] [PubMed]

13. Hamasaki, H. Urinary liver-type fatty-acid binding protein is a predictor of mortality in individuals with type 2 diabetes. Diabet.
Med. 2021, 38, e14527. [CrossRef]

http://links.lww.com/MD/B298
http://doi.org/10.1093/oxfordjournals.ndt.a027256
http://www.ncbi.nlm.nih.gov/pubmed/8700363
http://doi.org/10.1056/NEJMe030095
http://www.ncbi.nlm.nih.gov/pubmed/12761371
http://doi.org/10.3390/jcm7090274
http://www.ncbi.nlm.nih.gov/pubmed/30213107
http://doi.org/10.1186/s12882-018-0876-7
http://doi.org/10.1164/rccm.201604-0799OC
http://doi.org/10.1111/hdi.12532
http://doi.org/10.1111/sdi.12773
http://doi.org/10.1164/rccm.201807-1346OC
http://doi.org/10.2215/CJN.09330819
http://doi.org/10.1681/ASN.2020030239
http://doi.org/10.1053/j.ajkd.2012.10.016
http://www.ncbi.nlm.nih.gov/pubmed/23228945
http://doi.org/10.1007/s11255-020-02530-x
http://www.ncbi.nlm.nih.gov/pubmed/32557377
http://doi.org/10.1111/dme.14527


Biomedicines 2022, 10, 1628 15 of 16

14. Wang, J.-J.; Chi, N.-H.; Huang, T.-M.; Connolly, R.; Chen, L.W.; Chueh, S.-C.J.; Kan, W.-C.; Lai, C.-C.; Wu, V.-C.; Fang, J.-T. Urinary
biomarkers predict advanced acute kidney injury after cardiovascular surgery. Crit. Care 2018, 22, 108. [CrossRef] [PubMed]

15. Forni, L.; Darmon, M.; Ostermann, M.; Oudemans-van Straaten, H.; Pettilä, V.; Prowle, J.; Schetz, M.; Joannidis, M. Renal recovery
after acute kidney injury. Intensive Care Med. 2017, 43, 855–866. [CrossRef] [PubMed]

16. Wu, V.C.; Ko, W.J.; Chang, H.W.; Chen, Y.S.; Chen, Y.W.; Chen, Y.M.; Hu, F.C.; Lin, Y.H.; Tsai, P.R.; Wu, K.D. Early renal
replacement therapy in patients with postoperative acute liver failure associated with acute renal failure: Effect on postoperative
outcomes. J. Am. Coll. Surg. 2007, 205, 266–276. [CrossRef]

17. Wu, V.C.; Ko, W.J.; Chang, H.W.; Chen, Y.W.; Lin, Y.F.; Shiao, C.C.; Chen, Y.M.; Chen, Y.S.; Tsai, P.R.; Hu, F.C.; et al. Risk factors
of early redialysis after weaning from postoperative acute renal replacement therapy. Intensive Care Med. 2008, 34, 101–108.
[CrossRef]

18. Shiao, C.C.; Wu, V.C.; Li, W.Y.; Lin, Y.F.; Hu, F.C.; Young, G.H.; Kuo, C.C.; Kao, T.W.; Huang, D.M.; Chen, Y.M.; et al. Late initiation
of renal replacement therapy is associated with worse outcomes in acute kidney injury after major abdominal surgery. Crit. Care
2009, 13, R171. [CrossRef]

19. Wu, V.C.; Wang, C.H.; Wang, W.J.; Lin, Y.F.; Hu, F.C.; Chen, Y.W.; Chen, Y.S.; Wu, M.S.; Lin, Y.H.; Kuo, C.C.; et al. Sustained
low-efficiency dialysis versus continuous veno-venous hemofiltration for postsurgical acute renal failure. Am. J. Surg. 2010, 199,
466–476. [CrossRef]

20. Huang, T.M.; Wu, V.C.; Young, G.H.; Lin, Y.F.; Shiao, C.C.; Wu, P.C.; Li, W.Y.; Yu, H.Y.; Hu, F.C.; Lin, J.W.; et al. Preoperative
proteinuria predicts adverse renal outcomes after coronary artery bypass grafting. J. Am. Soc. Nephrol. 2011, 22, 156–163.
[CrossRef]

21. Pan, H.-C.; Wu, P.-C.; Wu, V.-C.; Yang, Y.-F.; Huang, T.-M.; Shiao, C.-C.; Chen, T.-C.; Tarng, D.-C.; Lin, J.-H.; Yang, W.-S.; et al.
A nationwide survey of clinical characteristics, management, and outcomes of acute kidney injury (AKI)–patients with and
without preexisting chronic kidney disease have different prognoses. Medicine 2016, 95, e4987. [CrossRef] [PubMed]

22. Shiao, C.-C.; Chang, Y.-H.; Yang, Y.-F.; Lin, E.-T.; Pan, H.-C.; Chang, C.-H.; Huang, C.-T.; Kao, M.-T.; Chuang, T.-F.; Chen, Y.-C.
Association between regional economic status and renal recovery of dialysis-requiring acute kidney injury among critically ill
patients. Sci. Rep. 2020, 10, 14573. [CrossRef] [PubMed]

23. Khwaja, A. KDIGO clinical practice guidelines for acute kidney injury. Nephron Clin. Pract. 2012, 120, c179–c184. [CrossRef]
[PubMed]

24. Wu, V.C.; Huang, T.M.; Lai, C.F.; Shiao, C.C.; Lin, Y.F.; Chu, T.S.; Wu, P.C.; Chao, C.T.; Wang, J.Y.; Kao, T.W.; et al. Acute-on-chronic
kidney injury at hospital discharge is associated with long-term dialysis and mortality. Kidney Int. 2011, 80, 1222–1230. [CrossRef]

25. Shu, K.H.; Wang, C.H.; Wu, C.H.; Huang, T.M.; Wu, P.C.; Lai, C.H.; Tseng, L.J.; Tsai, P.R.; Connolly, R.; Wu, V.C. Urinary
pi-glutathione S-transferase Predicts Advanced Acute Kidney Injury Following Cardiovascular Surgery. Sci. Rep. 2016, 6, 26335.
[CrossRef] [PubMed]

26. Wu, V.C.; Chueh, S.J.; Chang, J.T.; Hsu, B.G.; Ostermann, M.; Chu, T.S. Acute Kidney Injury and Septic Shock-Defined by Updated
Sepsis-3 Criteria in Critically Ill Patients. J. Clin. Med. 2019, 8, 1731. [CrossRef]

27. Monti, S.; Tamayo, P.; Mesirov, J.; Golub, T. Consensus Clustering: A Resampling-Based Method for Class Discovery and
Visualization of Gene Expression Microarray Data. Mach. Learn. 2003, 52, 91–118. [CrossRef]

28. Wickham, H. Use R v. Digital; Springer: New York, NY, USA, 2009.
29. Emerson, J.W.; Green, W.A.; Schloerke, B.; Crowley, J.; Cook, D.; Hofmann, H.; Wickham, H. The Generalized Pairs Plot. J. Comput.

Graph. Stat. 2013, 22, 79–91. [CrossRef]
30. Wu, V.C.; Shiao, C.C.; Chi, N.H.; Wang, C.H.; Chueh, S.J.; Liou, H.H.; Spapen, H.D.; Honore, P.M.; Chu, T.S. Outcome Prediction

of Acute Kidney Injury Biomarkers at Initiation of Dialysis in Critical Units. J. Clin. Med. 2018, 7, 202. [CrossRef]
31. Srisawat, N.; Wen, X.; Lee, M.; Kong, L.; Elder, M.; Carter, M.; Unruh, M.; Finkel, K.; Vijayan, A.; Ramkumar, M. Urinary

biomarkers and renal recovery in critically ill patients with renal support. Clin. J. Am. Soc. Nephrol. 2011, 6, 1815–1823. [CrossRef]
32. Pan, H.-C.; Chien, Y.-S.; Jenq, C.-C.; Tsai, M.-H.; Fan, P.-C.; Chang, C.-H.; Chang, M.-Y.; Tian, Y.-C.; Fang, J.-T.; Yang, C.-W. Acute

Kidney Injury Classification for Critically Ill Cirrhotic Patients: A Comparison of the KDIGO, AKIN, and RIFLE Classifications.
Sci. Rep. 2016, 6, 23022. [CrossRef] [PubMed]

33. Tripathi, S.; Pande, S.; Malhotra, P.; Mahindru, S.; Thukral, A.; Kotwal, A.S.; Majumdar, G.; Agarwal, S.K.; Gupta, A. Optimal
timing of renal replacement therapy for favourable outcome in patients of acute renal failure following cardiac surgery. Indian J.
Thorac. Cardiovasc. Surg. 2020, 36, 127–133. [CrossRef]

34. Kjeldsen, L.; Johnsen, A.H.; Sengeløv, H.; Borregaard, N. Isolation and primary structure of NGAL, a novel protein associated
with human neutrophil gelatinase. J. Biol. Chem. 1993, 268, 10425–10432. [CrossRef]

35. Oh, D.-J. A long journey for acute kidney injury biomarkers. Ren. Fail. 2020, 42, 154–165. [CrossRef]
36. Treeprasertsuk, S.; Wongkarnjana, A.; Jaruvongvanich, V.; Sallapant, S.; Tiranathanagul, K.; Komolmit, P.; Tangkijvanich, P. Urine

neutrophil gelatinase-associated lipocalin: A diagnostic and prognostic marker for acute kidney injury (AKI) in hospitalized
cirrhotic patients with AKI-prone conditions. BMC Gastroenterol. 2015, 15, 140. [CrossRef] [PubMed]

37. Yi, A.; Lee, C.H.; Yun, Y.M.; Kim, H.; Moon, H.W.; Hur, M. Effectiveness of Plasma and Urine Neutrophil Gelatinase-Associated
Lipocalin for Predicting Acute Kidney Injury in High-Risk Patients. Ann. Lab. Med. 2021, 41, 60–67. [CrossRef]

38. Stanski, N.; Menon, S.; Goldstein, S.L.; Basu, R.K. Integration of urinary neutrophil gelatinase-associated lipocalin with serum
creatinine delineates acute kidney injury phenotypes in critically ill children. J. Crit. Care 2019, 53, 1–7. [CrossRef] [PubMed]

http://doi.org/10.1186/s13054-018-2035-8
http://www.ncbi.nlm.nih.gov/pubmed/29699579
http://doi.org/10.1007/s00134-017-4809-x
http://www.ncbi.nlm.nih.gov/pubmed/28466146
http://doi.org/10.1016/j.jamcollsurg.2007.04.006
http://doi.org/10.1007/s00134-007-0813-x
http://doi.org/10.1186/cc8147
http://doi.org/10.1016/j.amjsurg.2009.01.007
http://doi.org/10.1681/ASN.2010050553
http://doi.org/10.1097/MD.0000000000004987
http://www.ncbi.nlm.nih.gov/pubmed/27684854
http://doi.org/10.1038/s41598-020-71540-7
http://www.ncbi.nlm.nih.gov/pubmed/32884077
http://doi.org/10.1159/000339789
http://www.ncbi.nlm.nih.gov/pubmed/22890468
http://doi.org/10.1038/ki.2011.259
http://doi.org/10.1038/srep26335
http://www.ncbi.nlm.nih.gov/pubmed/27527370
http://doi.org/10.3390/jcm8101731
http://doi.org/10.1023/A:1023949509487
http://doi.org/10.1080/10618600.2012.694762
http://doi.org/10.3390/jcm7080202
http://doi.org/10.2215/CJN.11261210
http://doi.org/10.1038/srep23022
http://www.ncbi.nlm.nih.gov/pubmed/26983372
http://doi.org/10.1007/s12055-019-00856-5
http://doi.org/10.1016/S0021-9258(18)82217-7
http://doi.org/10.1080/0886022X.2020.1721300
http://doi.org/10.1186/s12876-015-0372-5
http://www.ncbi.nlm.nih.gov/pubmed/26474856
http://doi.org/10.3343/alm.2021.41.1.60
http://doi.org/10.1016/j.jcrc.2019.05.017
http://www.ncbi.nlm.nih.gov/pubmed/31174170


Biomedicines 2022, 10, 1628 16 of 16

39. Srisawat, N.; Murugan, R.; Lee, M.; Kong, L.; Carter, M.; Angus, D.C.; Kellum, J.A. Plasma neutrophil gelatinase-associated
lipocalin predicts recovery from acute kidney injury following community-acquired pneumonia. Kidney Int. 2011, 80, 545–552.
[CrossRef]

40. Meersch, M.; Schmidt, C.; Van Aken, H.; Martens, S.; Rossaint, J.; Singbartl, K.; Görlich, D.; Kellum, J.A.; Zarbock, A. Urinary
TIMP-2 and IGFBP7 as early biomarkers of acute kidney injury and renal recovery following cardiac surgery. PLoS ONE 2014,
9, e93460. [CrossRef]

41. Thomsen, J.; Sprogoe, U.; Toft, P. Urine neutrophil gelatinase-associated lipocalin and urine output as predictors of the successful
discontinuation of continuous renal replacement therapy in critically ill patients with acute kidney injury. BMC Nephrol. 2020,
21, 375. [CrossRef]

42. Lumlertgul, N.; Amprai, M.; Tachaboon, S.; Dinhuzen, J.; Peerapornratana, S.; Kerr, S.J.; Srisawat, N. Urine Neutrophil Gelatinase-
associated Lipocalin (NGAL) for Prediction of Persistent AKI and Major Adverse Kidney Events. Sci. Rep. 2020, 10, 8718.
[CrossRef] [PubMed]

http://doi.org/10.1038/ki.2011.160
http://doi.org/10.1371/journal.pone.0093460
http://doi.org/10.1186/s12882-020-02035-w
http://doi.org/10.1038/s41598-020-65764-w
http://www.ncbi.nlm.nih.gov/pubmed/32457335

	Background 
	Methods 
	Study Design and Population 
	Data Collection and Definitions of Variables 
	Baseline Measurements and Characteristics 
	Indication for Renal Replacement Therapy 
	Measurement of Urinary Biomarker Levels 
	Outcome Assessment 
	Statistical Analysis 


	Results 
	Study Population Characteristics 
	Unsupervised Cluster Analysis to Identify AKI Clusters 
	Clinical Characteristics of the Distinct Clusters 
	Etiologies of AKI and Dialysis 
	AKI Phenotypes Predicting Clinical Outcomes 

	Discussion 
	Conclusions 
	References

