Gene Expression Scatterplot: Sham Control vs. 1h Post-treatment Gene Expression Scatterplot: Sham Control vs. 24h Post-treatment
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Figure S1: Scatterplots summarizing GeneGlobe results from gene expression and pathway analysis using Tight Junction RT2 Profiler
PCR Array over time compared to sham controls. Genes with significant increases in expression relative to sham controls are represented
by yellow dots. Genes with significant decreases in expression relative to sham controls are represented by blue dots. Genes without
significant dysregulation when comparing treatment groups to sham controls are represented by black dots. A decrease in the quantity
of upregulated genes was observed between 1- and 24-hours post-treatment followed by a gradual increase over time.
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Figure S2: Results from analysis of variance (ANOVA) demonstrating significant differences in gene expression between time points for
CLdn5, Cldné and Cldn12.* p <0.05



