
Table S1. Number of complete and partial prohormone neuropeptide and receptor 
sequences recovered using de novo assembly in the nucleus accumbens (NAc) and 
trigeminal ganglia (TG) of nitroglycerin-elicited hypersensitive (NTG) and control 
(CON) mice. 

NTG CON Prohormone Receptor 
NAc TG NAc TG 
NF1 NF CF CF 23 9 

   CP 1 1 
  CP CF 0 2 
   CP 0 0 
 NP CF CF 0  
   CP 10 10 
   CZ 1 1 
   NF  3 
  CP CF 0  
   CP 1 3 
   CZ 0 0 
   NF  0 
 NZ CF CP 1 0 
   CZ 0 1 
  CP CP 0 0 
   CZ 0 2 

NP NF CF CF 1 2 
   CP 0 0 
  CP CF 10 3 
   CP 6 3 
  CZ CF 0 0 
   CP 0 0 
 NP CF CF 0  
   CP 2 1 
   CZ 0 0 
   NF  3 
  CP CF 0  
   CP 54 54 
   CZ 3 1 
   NF  3 
  CZ CF 0  
   CP 2 1 
   CZ 0 1 
   NF  0 
 NZ CF CP 0 0 
   CZ 0 0 
  CP CP 2 6 
   CZ 11 34 
  CZ CP 0 0 
   CZ 3 7 

NZ NF CP CF 0 0 



   CP 0 1 
  CZ CF 0 0 
   CP 0 0 
 NP CP CF 0  
   CP 7 5 
   CZ 2 1 
   NF  0 
  CZ CF 1  
   CP 4 13 
   CZ 4 2 
   NF  0 
 NZ CP CP 2 2 
   CZ 0 10 
  CZ CP 1 0 
   CZ 12 33 

1 NF: NTG sample with complete recovery of protein sequence; CF: Control sample 
with complete recovery of protein sequence; NP: NTG sample with partial recovery 
of protein sequence; CP: Control sample with partial recovery of protein sequence; 
NZ: NTG sample with no recovery of protein sequence; CZ: Control sample with no 
recovery of a protein sequence. 

 



Table S2. Detection of de novo neuropeptide genes across mouse treatment and region and corresponding identification among 10 peptidomics experiments. 
Identifier1 Count2 Region3 

Symbol MGI nN nT vN vT AM DH HA HC HT NAc PG PC RM SCN SON ST TH TG TN 
ADCYAP1 105094 5 5 4 5  X X X X X X   X X X   X 
CARTPT 1351330 5 5 5 5 X X X X X X X   X X X   X 
CCK 88297 5 5 5 5 X X X X X X  X  X  X   X 
CHGA 88394 5 5 5 5 X X X X X X X X X X  X X X X 
CHGB 88395 5 5 5 5 X X X X X X X X X X X X X  X 
GRP 95833 3 4 5 1 X X X X X X    X  X X  X 
NPY 97374 5 4 5 5 X X X X X X X X X X  X   X 
NTS 1328351 5 5 5 5 X X X X X X X    X X X  X 
PCSK1N 1353431 5 5 5 5 X X X X X X X X X X X X X X X 
PDYN 97535 5 4 5 5 X X X X X X  X X X X X X  X 
PENK 104629 5 5 5 5 X X X X X X X X X X X X X  X 
PMCH 97629 5 5 5 2  X X X X X X X  X X X   X 
PNOC 105308 5 5 5 3 X X X X X X X X  X  X X   
POMC 97742 5 5 5 5  X X  X X   X X X X  X X 
SCG2 103033 5 5 5 5 X  X X X X  X X X X X X X X 
SCG3 103032 5 5 5 5 X X X X X X  X  X X X X X X 
SST 98326 5 5 5 5  X X X X X X  X X X X   X 
TAC1 98474 5 5 5 5 X  X X X X  X  X X X X   
TAC3 98476 5 1 5 0 X X X X X X  X  X  X X   
TRH 98823 5 1 5 3 X X X X X X X  X X X X   X 
VGF 1343180 5 5 5 5 X X X X X X X X X X  X X X X 

 
1 Identifier: Symbol= ADCYAP1:adenylate cyclase activating polypeptide 1; CARTPT:CART prepropeptide; CCK:cholecystokinin; CHGA:chromogranin A; 
CHGB:chromogranin B; GRP:gastrin releasing peptide; NPY:neuropeptide Y; NTS:neurotensin; PCSK1N:proprotein convertase subtilisin/kexin type 1 inhibitor; 
PDYN:prodynorphin; PENK:preproenkephalin; PMCH:pro-melanin-concentrating hormone; PNOC:prepronociceptin; POMC:pro-opiomelanocortin-alpha; 
SCG2:secretogranin II; SCG3:secretogranin III; SST:somatostatin; TAC1:tachykinin 1; TAC3:Tachykinin 2/3; TRH:thyrotropin releasing hormone; VGF:VGF nerve 
growth factor inducible. MGI= Mouse Genome Informatics gene id suffix. 
2 Count: number samples with de novo matches in nitroglycerin group in nucleus accumbens (nN), nitroglycerin group in trigeminal ganglia (nT), control group in 
nucleus accumbens (vN), and control group in trigeminal ganglia (vT). 



3 Region: amygdala (AM) [1], Dorsal horn (DH) [2], habenula (HA) [3], hippocampus (HC) [1,4], hypothalamus (HT) [1,2,4,5], nucleus accumbens (NAc) [2,4], 
periacqueductal gray (PG) [2], prefrontal cortex (PC) [1], rostroventral medulla (RM) [2], suprachiasmatic nucleus (SCN) [6-8], supraoptic nucleus (SON) [9], 
striatum or dorsal striatum (ST) [1,4], thalamus (TH) [1], trigeminal ganglia (TG) [2], and trigeminal nucleus (TN) [2].  
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