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Figure S1. Prognostic analysis of immune checkpoints. 224 UC patients from GSE32894 dataset was grouped by lower 

and higher (A) CD80 (B) ICOS (C) CTLA4 (D) PDCD1 (PD-1) (E) HAVCR2 (TIM3) (F) LAG3 and (G) CD276 (PDL1) expres-

sion using the median value as a cut-off. Left panel: Kaplan-Meier survival analysis was performed. Right panel: The 

expression value of immunomodulatory molecules were grouped by early pathological stage (I+II, n=214) and late-stage 

(III+IV, n=92).*** p<0.001. 
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Table S1. Multivariate Cox regression survival plot of 224 UC patients from GSE32894 dataset was grouped by lower and 

higher expression of immune checkpoints, including CD276, CD80, ICOS, CTLA4, PDCD1 (PD-1), HAVCR2 (TIM3) and 

LAG3 using the median value as the cut-off.
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Figure S2. Kaplan-Meier survival analysis of combinatorial immune checkpoints. Univariate overall survival of 224 UC 

patients from GSE32894 was grouped by double/triple-negative as low expression, single-positive as medium expression 

and double/triple-positive as high expression using the median value as the cut-off. 
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Table S2. Cox-regression survival analysis of combinatorial immune checkpoints. Multivariate overall survival of 224 UC 

patients from GSE32894 was grouped by double/triple-negative as low expression, single-positive as medium expression 

and double/triple-positive as high expression using the median value as the cut-off. 

 


