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Table S1. Original research articles in plant apoplastic proteins. The bibliographic search on the Web of Knowledge (http://apps.webofknowledge.com, 1st December 2015) 
was made using as search topic “plant apoplastic proteome*”. 

Reference Plant Treatment Plant organ Separation Method Year of Publication 

[1] Solanum tuberosum Phytophthora infestans leaf gel based (1D) 2014 

[2] Lupinus albus boron deficiency leaf gel based (2D) 2006 

[3] Triticum aestivum Zymoseptoria tritici leaf gel based (1D) & gel free (LC) 2015 

[4] Solanum tuberosum BABA 1 e 10mM + Phytophthora infestans leaf gel based (1D) followed by LC 2014 

[5] Arabidopsis thaliana Methods (infiltration solutions) rosettes gel based (2D) 2005 

[6] Arabidopsis thaliana Pseudomonas syringae leaf gel based (2D) & gel free (ICPL-LC) 2014 

[7] Prunus persica post-harvest heat treatment fruit mesocarp gel based (2-DIGE) 2012 

[8] Arabidopsis thaliana oligogalacturonides seedling gel based (2-DIGE) & gel free (LC) 2008 

[9] Beta vulgaris Fe deficiency and Fe resupply leaf gel based (2D) & gel free (LC) 2015 

[10] Solanum lycopersicum Ralstonia solanacearum stem gel based (2D) & 2D followed by LC 2010 

[11] Nicotiana tabacum salt leaf gel based (2D) followed by LC 2005 

[12] Linum usitatissimum cell wall study stem gel based (2D) followed by LC 2013 

[13] Vitis vinifera Large-scale proteomic analysis leaf gel based (2D) 2013 

[14] Prunus persica plum pox virus (PPV) leaf gel based (2D) 2006 

[15] Glycine max symbiosis (Bradyrhizobium japonicum) 
Hypocotyl, epicotyl 

and stem tissue 
gel based (1D & 2D) followed by LC 2007 

[16] Vigna unguiculata manganese toxicity leaf gel based (2D) followed by LC 2003 
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[17] Solanum tuberosum wounding and Phytophthora infestans tubers gel based (1D) 2012 

[18] Brassica oleracea salt xylem sap gel free (LC) 2011 

[19] Arabidopsis thaliana Verticillium longisporum leaf gel based (2D) followed by LC 2012 

[20] Oryza sativa manganese sensitivity and leaf age leaf gel based (2D) 2010 

[21] Vigna unguiculata toxic manganese supply and silicon leaf gel based (1D) followed by LC 2009 

[22] Nicotiana benthamiana DataSet brief (2-DE proteome map) leaf gel based (2D) 2010 

[23] Coffea arabica Hemileia vastatrix leaf gel based (2D) 2015 

[24] Coffea arabica Temperature amplitude and non-challenged leaf gel based (2D) 2014 

[25] Coffea arabica Hemileia vastatrix leaf gel based (2-DIGE) 2012 

[26] Arabidopsis + rice + triticum 

aestivum 
enriched apoplastic extracts leaf gel based (2D) 2003 

[27] Nicotiana tabacum phosphoproteomic analysis culture cells gel based (2D) 2010 

[28] Oryza sativa Cochliobolus miyabeanus leaf gel based (2D) 2014 

[29] Oryza sativa Magnaporthe oryzae leaf gel based (2-DIGE) & gel free (LC) 2013 

[30] 
Arabidopsis thaliana cell wall regeneration 

protoplasts of 

suspension-culture

d cells 

gel based (2D) 2005 

[31] Brassica oleracea study of the proteome xylem sap gel based (1D) followed by LC 2011 

[32] Arabidopsis thaliana salicylic acid and Alternaria brassicicola culture cells gel based (2D) 2005 

[33] Oryza sativa Dehydration seedlings gel based (2D) followed by LC 2010 

[34] Populus spp. Apoplast proteome leaf and stem gel based (2D) followed or not by LC 2010 

[35] Actinidia deliciosa Pseudomonas syringae leaf gel based (2D) followed by LC 2014 

  



Proteomes 2016, 4, 22; doi:10.3390/proteomes4030022  S3 of S7 

 

Table S1. Cont. 

Reference Plant Treatment Plant organ Separation Method Year of Publication 

[36] Hordeum vulgare Cadmium Stress leaf 
gel based (1D) followed by LC and gel 

based (2D) 
2011 

[37] Brassica juncea NO + cold stress signaling seedlings gel based (1D & 2D) followed by LC 2014 

[38] Oryza sativa Magnaporthe sp leaf gel based (2D) followed by LC 2012 

[39] Medicago truncatula wound leaf gel based (2D) 2009 

[40] Oryza sativa NaCl shoot stem gel based (2-DIGE) followed by LC 2011 

[41] Arabidopsis thaliana Ascorbate deficiency 
leaf cell wall 

proteome 
gel free (LC) 2015 

[42] Nicotiana tabacum flagellin treated leaf gel based (2D) followed by LC 2012 

[43] Arabidopsis thaliana UV-B radiation + oxidative stress leaf gel based (1D) followed by LC 2015 

[44] Arabidopsis thaliana natriuretic peptides (PNPs) 
cell suspention 

cultures 
gelfree (offgel fraccionator) 2014 

[45] Arabidopsis thaliana germinated vs ungerminated pollen gel based (2-DIGE) followed by LC 2011 

[46] Pisum sativum Nectria haematococca root tip gel free (LC) 2006 

[47] Zea mays Methods (infiltration solutions) leaf gel based (1D & 2D ) and gel free (LC) 2011 

[48] Oryza sativa Magnaporthe oryzae leaf gel based (2D) 2014 

[49] Triticum aestivum Zymoseptoria tritici leaf gel free (iTRAQ) 2015 

[50] Phaseolus vulgaris polyethylene glycol-induced osmotic stress root tip gel based (2D) followed by LC 2013 

[51] Oryza sativa salt NaCl root gel based (2D) 2009 

[52] Oryza sativa hydrogen peroxide seedling root gel based (2D) 2011 
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Table S2. Known and putative proteases available at the Merops database (accessed on 12 March 
2016) [53,54]. 

Athaliana Carabica Ccanephora Osativa Zmays 
Nº known & putative peptidases 789 5 414 1427 1051 
Nº families 60 4 51 65 53 
Nº clans 29 4 26 31 31 
Cysteine-type 
Nº families 19 2 16 21 20 
Nº peptidases 165 2 85 286 285 
% of the total 21% 40% 21% 20% 27% 
Serine-type 
Nº families 14 3 12 15 15 
Nº peptidases 301 3 183 373 395 
% of the total 38% 60% 44% 26% 38% 
Aspartic-type  
Nº families 4 - 4 5 4 
Nº peptidases 187 - 57 595 193 
% of the total 24% - 14% 42% 18% 
others 
Nº families 23 - 19 24 24 
Nº peptidases 136 - 89 173 178 
% of the total 17%   21% 12% 17% 

Non-peptidase homologues were not considered (n=98 for At; n=346 for Os; n=72 for Cc; n=239 for Zm). 
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