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Figure S1. Quality control charts and statistics for mass spectrometry data.
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Quality control graphs for peptides identified in the CCRF-CEM cells

Distribution of log2(LFQI) Multi scatter plot and z-score normalization
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Quality control graphs for the 209 mouse peptides identified in human CCRF-CEM
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Plot of covariances of the label free quantification intensity values of proteins identified in the CCRF-CEM cells
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MS/MS spectra of selected mouse peptides detected in the suspension of co-cultued CCRF-CEM cells

In the sequences of mouse peptides, the residues in bold letters are different between the closest mouse and human peptides, and underlined

residues were detected as y or b ions.
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Sequence of mouse peptide Sequence of the closest human peptide UniProt ID Gene name - mouse Protein names
ILVNSITSLVNTFVPSGK VIVNSLKNMINTFVPSGK Q9WV54 Asahl Acid ceramidase;Acid ceramidase subunit alpha;Acid ceramidase subunit beta
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Sequence of mouse peptide Sequence of the closest human peptide UniProt ID Gene name - mouse Protein names
VSLAVLNPYIK FPLAVLKPYIH Q9DB20 Atp50 ATP synthase subunit O, mitochondrial
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MS/MS spectra of selected mouse peptides detected in the suspension of co-cultued CCRF-CEM cells

Sequence of mouse peptide Sequence of the closest human peptide UniProt ID  Gene name - mouse Protein names
ALGGIGPVDLLVNNAALVIMQPFLEVTK ALGSVGPVDLLVNNAAVALLQPFLEVTK P08074 Cbr2 Carbonyl reductase [NADPH] 2
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FAEVEDVVNSILFLLSDR FAEVEHVVNAILFLLSDR P08074 Cbr2 Carbonyl reductase [NADPH] 2
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MS/MS spectra of selected mouse peptides detected in the suspension of co-cultued CCRF-CEM cells

Sequence of mouse peptide Sequence of the closest human peptide UniProt ID Gene name - mouse Protein names
TCGFDFSGALEDISK TCGFDFTGAVEDISK P05202 Got2 Aspartate aminotransferase, mitochondrial
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Sequence of mouse peptide Sequence of the closest human peptide UniProt ID  Gene name - mouse Protein names
EVMQMLVELAK DVMRMLVDLAK P06745 Gpi Glucose-6-phosphate isomerase
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MS/MS spectra of selected mouse peptides detected in the suspension of co-cultued CCRF-CEM cells

Sequence of mouse peptide Sequence of the closest human peptide UniProt ID  Gene name - mouse Protein names
LDALTTGFGFPVGAATLADEVGVDVAQHVAEDLGK LDSLTTSFGFPVGAATLVDEVGVDVAKHVAEDLGK Q8BMS1 Hadha Trifunctional enzyme subunit alpha, mitochondrial
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DLADELALVDVMEDK DLADELALVDVIEDK P06151 Ldha L-lactate dehydrogenase A chain;L-lactate dehydrogenase
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MS/MS spectra of selected mouse peptides detected in the suspension of co-cultued CCRF-CEM cells

Sequence of mouse peptide Sequence of the closest human peptide UniProt ID Gene name - mouse Protein names
DQLIVNLLK DQAIVNLLK P06151 Ldha L-lactate dehydrogenase A chain;L-lactate dehydrogenase
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Sequence of mouse peptide Sequence of the closest human peptide UniProt ID Gene name - mouse Protein names
IQVLVEADHFK IQVLVEPDHFK Q8C253 Lgals3 Galectin;Galectin-3
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MS/MS spectra of selected

mouse peptides detected in the suspension of co-cultued CCRF-CEM cells

Sequence of mouse peptide Sequence of the closest human peptide UniProt ID  Gene name - mouse Protein names
QIQIAQLFGVPVVVALNVFK QIQITQLFGVPVVVALNVFK Q3V3R1 Mthfd1l Monofunctional C1-tetrahydrofolate synthase, mitochondrial
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MS/MS spectra of selected mouse peptides detected in the suspension of co-cultued CCRF-CEM cells
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Sequence of mouse peptide Sequence of the closest human peptide UniProt ID  Gene name - mouse Protein names
QFLLAAEAIDDIPFGITSNSGVFSK QFLQAAEAIDDIPFGITSNSDVFSK P09103 P4hb Protein disulfide-isomerase
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Sequence of mouse peptide Sequence of the closest human peptide UniProt ID  Gene name - mouse Protein names
TGPAATTLSDTAAAESLVDSSEVTVIGFFK TGPAATTLPDGAAAESLVESSEVAVIGFFK P09103 P4hb Protein disulfide-isomerase
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MS/MS spectra of selected mouse peptides detected in the suspension of co-cultued CCRF-CEM cells
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Sequence of mouse peptide Sequence of the closest human peptide UniProt ID  Gene name - mouse

Protein names

ALEQFLQEYFDGNLK ALERFLODYFDGNLK P27773 Pdia3 Protein disulfide-isomerase A3
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Sequence of mouse peptide Sequence of the closest human peptide UniProt ID Gene name - mouse Protein names
DGELPVEDDIDLSDVELDDLEKDEL DGELPVEDDIDLSDVELDDLGKDEL Q922R8 Pdia6 Protein disulfide-isomerase A6
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MS/MS spectra of selected mouse peptides detected in the suspension of co-cultued CCRF-CEM cells
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Cmpd 25735, AutoMSn(1171.6639), 62.8 min [+MS2(1171.6639), 65.0eV, 62.8min #29838]

Sequence of mouse peptide Sequence of the closest human peptide UniProt ID  Gene name - mouse Protein names
TFVSITPAEVGVLVGK TFVNITPAEVGVLVGK P62962 Pfnl Profilin-1;Profilin
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Sequence of mouse peptide Sequence of the closest human peptide UniProt ID Gene name - mouse Protein names
VTLTLPVLNAAQSIIFVATGEGK VTLTLPVLNAARTVIFVATGEGK Q9CQ60 Pgls 6-phosphogluconolactonase
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MS/MS spectra of selected mouse peptides detected in the suspension of co-cultued CCRF-CEM cells

Sequence of mouse peptide Sequence of the closest human peptide UniProt ID  Gene name - mouse Protein names
ESADPLSAWLQDAK ESADPLGAWLQDAR Q9QXxS1 Plec Plectin
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Sequence of mouse peptide Sequence of the closest human peptide UniProt ID Gene name - mouse Protein names
DQEVNFQEYVAFLGALALIYNEALK DQEVNFQEYVTFLGALALIYNEALK P14069 5$100a6 Protein S100-A6
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MS/MS spectra of selected

mouse peptides detected in the suspension of co-cultued CCRF-CEM cells

Sequence of mouse peptide Sequence of the closest human peptide UniProt ID  Gene name - mouse Protein names
LNPQTGLIDYDQLALTAR LNPKTGLIDYNQLALTAR Q9CZN7 Shmt2 Serine hydroxymethyltransferase
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Sequence of mouse peptide Sequence of the closest human peptide UniProt ID Gene name - mouse Protein names
CLGELICTLNAANVPAGTEVVCAPPTAYIDFAR SLGELIGTLNAAKVPADTEVVCAPPTAYIDFAR P17751 Tpil Triosephosphate isomerase
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MS/MS spectra of selected mouse peptides detected in the suspension of co-cultued CCRF-CEM cells

Sequence of mouse peptide Sequence of the closest human peptide UniProt ID  Gene name - mouse Protein names
AQEQLATALQNLEEAEK AQERLATALQKLEEAEK Q6IRU2 Tpm4 Tropomyosin alpha-4 chain
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