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	Genes
	ID
	Forward (5’-3’)
	Reverse (5’-3’)
	References

	GmRR34
	Glyma03g32720
	GAGGCAACAAAGGAACTTCG
	TCCGTACAGCGTGATGATACA
	[1]

	AtActin2
	At3g18780
	GCACCACCTGAAAGGAAGTACA
	CGATTCCTGGACCTGCCTCATC
	[2]

	AtCAT1
	At1g20630
	TGGGATTCAGACAGGCAAGAACG
	GTTTGGCCTCACGTTAAGACGAGT
	[3]

	AtCSD1
	At1g08830
	AGACCCTGATGACCTCGGAAA
	GCCACACACCAGAAGATACAC
	[4]

	AtNCED3
	At3g14440
	CGGTGGTTTACGACAAGAACAA
	CAGAAGCAATCTGGAGCATCAA
	[3]

	AtABI5
	At2g36270
	AACGGGAGATTGCGGACATT
	ACAGGGAACACTAGTAAAGCAGA
	[5]

	AtOST1/SnRK2.6
	At4g33950
	CCACAGGTCCTTAAGACATCCC
	GCATGACAGTAACTAACTCCTG
	[6]

	AtRAB18
	At5g66400
	GCATAGACTTTGCTCGGGAGT
	CCGCCAGACGAACCTTCA
	[7]

	AtRD29A
	At5g52310
	TGGATCTGAAGAACGAATCTGATATC
	GGTCTTCCCTTCGCCAGAA
	[8]

	AtLEA14
	At1g01470  
	AAGGACTTCGTGGCGGATAAA
	CGGTTCACGTCTTTGAGGTCA
	[9]

	AtHSP70B
	At1g16030
	GCAGAAGATTGAGAAGGCGATTG
	CGCTCTAATCCACCTCTTCGATC
	[10]
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