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	Sample
	Raw Reads_count
	Clean Reads_count (%)
	Total Mapped Reads_count
	Mapped%
	Uniquely Mapped Reads_count
	Uniquely Mapped%

	ZJ22a1
	53433648
	53326050(99.80%)
	49658030
	97.08%
	48639509
	95.09%

	ZJ22a2
	52123334
	52001596(99.77%)
	47997298
	96.95%
	46953816
	94.84%

	ZJ22a3
	56472144
	56344398(99.77%)
	51424674
	96.81%
	50292740
	94.68%

	ZJ22b1
	49380638
	49266546(99.77%)
	44991431
	96.80%
	43983020
	94.63%

	ZJ22b2
	56126380
	56002526(99.78%)
	51376248
	96.89%
	50185506
	94.64%

	ZJ22b3
	55990500
	55869032(99.78%)
	51667713
	96.94%
	50460104
	94.67%

	ZJ22c1
	52776016
	52663698(99.79%)
	48743765
	96.88%
	47648573
	94.70%

	ZJ22c2
	49130382
	49019806(99.77%)
	45244576
	96.75%
	44214973
	94.55%

	ZJ22c3
	55495632
	55376364(99.79%)
	51737399
	96.82%
	50544501
	94.59%

	pir1a1
	46220796
	46117486(99.78%)
	40951439
	97.13%
	40070876
	95.04%

	pir1a2
	51078126
	50977136(99.80%)
	43483134
	97.20%
	42595431
	95.22%

	pir1a3
	48979764
	48877618(99.79%)
	44360523
	97.04%
	43430487
	95.01%

	pir1b1
	47571022
	47460282(99.77%)
	44427983
	97.04%
	43450144
	94.90%

	pir1b2
	42144316
	42050830(99.78%)
	38242719
	96.62%
	37429266
	94.56%

	pir1b3
	53022674
	52902422(99.77%)
	49532806
	97.06%
	48419946
	94.88%

	pir1c1
	45305708
	45207812(99.78%)
	42479868
	96.98%
	41536505
	94.83%

	pir1c2
	54290492
	54176626(99.79%)
	49904566
	96.26%
	48799444
	94.13%

	pir1c3
	55247654
	55121558(99.77%)
	51718421
	96.76%
	50522786
	94.53%



