Table S4 Gene annotations of BnATGs, biological process, cellular component, and molecular function are sl
Class GO _Name GO _ID GO _Level P value Enrichment Score  Hits Genes Counts In Selected Set

gical piyosome orgeJ:19050 7 0 283.4242424 13
gical piagosome as:D:00000 8 0 283.4242424 13
gical piole organiz:J:00070 6 0 155.8833333 13
gical pianelle assen2:00709 6 i 72.50387597 13
gical pitabolic proct:00090 3 HiHEHHE  12.47066667 52
gical pI autophagy J:00069 5 i 328.1754386 52
gical ping autophac):00619 3 HiHEHHE  328.1754386 52
gical piacroautophad:00162 6 HiHHE - 239.8205128 13
gical pir catabolic 2:00442 4 #iHHHHE 15.54945968 52
gical pnndrion disa:J:00617 7 HiHHE 287.7846154 6
gical pigy of mitoctJ:00004 8 i 287.7846154 6
gical pnelle disasseJ:19030 6 HiHE  287.7846154 6
gical pembrane fusiJ:00610 6 HHEHH 48.5712431 8
gical piotein transp:00150 8 HiHHE - 8.061193708 18
gical pint of proteinJ:00451 5 HHEHH 7.906170752 18
gical pitein localizaJ:00081 4 HHHEHE 7.694775812 18
gical piptide transpJ:00158 7 HHEHH 7.620069251 18
gical pmide transpc:00428 6 HiHE 7.579928412 18
gical pir metabolic [3:00442 3 R 1.631590621 70
gical p compound 12:00717 5 HiHAE 6.438134572 18
gical pnolecule loceD:00330 3 HHEHH 6.175635523 18
gical pellular proceJ:00099 2 HH#E - 1.300698814 78
gical porane organi:J:00610 5 HHEHH 20.19541161 8
gical pI substance t10:00717 5 HHA#E - 5.151275932 18
gical picomponent ¢3:00226 5 HEHHHIHTE 7.66011466 13
gical ppmponent diJ:00224 5 I 26.40225829 6
gical ppmponent orJ:00160 4 HHH 3.359726997 21
gical pindrion orgad:00070 6 #HHE 17.13003663 6
gical promponent bJ:00440 4 HEHHHIHTE 4.92911726 13
gical prnt organizatd:00718 3 A 3.021134235 21
gical pnelle organizJ:00069 5 HiHHHEHE 4.094112497 13
gical pular protein 2:00068 9 #iHH 5.075566409 8
gical pi-mediated trJ:00161 5 i 5.009305751 8
gical pi protein loceD:00346 5 HHAE - 4.731354137 8
gical prromolecule 2:00707 4 HiHHHIHE  4.731354137 8
gical pitabolic procJ:00081 2 HHE 1.219706898 70
gical picellular tran2:00469 5 i 4.043338467 8
gical pint of localizJ:00516 4 I 3.963975419 8
gical pular localizaJ:00516 3 0.00172 3.596183885 8
gical pnosphorylati0:00163 6 0.0022 2.052672007 18
gical pin phosphoryJ:00064 8 0.00281 2.128781251 16
gical pi transport 2:00068 4 0.02412 1.620713058 18
gical phment of loc2:00512 3 0.02555 1.610434333 18
gical pilocalizationJ:00511 2 0.02741 1.597915688 18
gical png compounJ:00067 5 0.04942 1.492400771 18






hown in yellow, brown, and blue colors, respectively
Hits Genes Counts In Background  All Genes Counts In Selected Set  All Genes Counts In Background

22 78 37412
22 78 37412
40 78 37412
86 78 37412
2000 78 37412
76 78 37412
76 78 37412
26 78 37412
1604 78 37412
10 78 37412
10 78 37412
10 78 37412
79 78 37412
1071 78 37412
1092 78 37412
1122 78 37412
1133 78 37412
1139 78 37412
20578 78 37412
1341 78 37412
1398 78 37412
28763 78 37412
190 78 37412
1676 78 37412
814 78 37412
109 78 37412
2998 78 37412
168 78 37412
1265 78 37412
3334 78 37412
1523 78 37412
756 78 37412
766 78 37412
811 78 37412
811 78 37412
27527 78 37412
949 78 37412
968 78 37412
1067 78 37412
4206 78 37412
3605 78 37412
5327 78 37412
5361 78 37412
5403 78 37412

5785 78 37412






Genes Of Selected Set In GO term corrected p-value (BH method)

5001,GSBRNA2T00005569001,GSBF 0
5001,GSBRNA2T00005569001,GSBF 0
5001,GSBRNA2T00005569001,GSBF 0
5001,GSBRNA2T00005569001,GSBF 2.50E-15
,GSBRNA2T00099058001,GSBRN/# 2.50E-15
L,GSBRNA2T00099058001,GSBRN#£ 3.33E-15
,GSBRNA2T00099058001,GSBRN/# 3.33E-15
5001,GSBRNA2T00005569001,GSBF 3.33E-15
,GSBRNA2T00099058001,GSBRN# 5.55E-15
A2T00021816001,GSBRNA2T00062 1.26E-13
A2T00021816001, GSBRNA2T00062 1.26E-13
A2T00021816001,GSBRNA2T00062 1.26E-13
A2T00114320001,GSBRNA2T00009 3.96E-11
A2T00021530001,GSBRNA2T00078 3.92E-11
A2T00021530001,GSBRNA2T00078 5.04E-11
A2T00021530001,GSBRNA2T00078 7.37E-11
A2T00021530001,GSBRNA2T00078 8.14E-11
A2T00021530001,GSBRNA2T00078 8.38E-11
,GSBRNA2T00018013001,GSBRN/# 1.39E-10
A2T00021530001,GSBRNA2T00078 1.06E-09
A2T00021530001,GSBRNA2T00078 1.97E-09
L,GSBRNA2T00028896001, GSBRN#£ 4.96E-09
A2T00114320001,GSBRNA2T00009 2.58E-08
A2T00021530001,GSBRNA2T00078 2.96E-08
5001,GSBRNA2T00005569001,GSBF 4.81E-08
A2T00021816001,GSBRNA2T00062 3.99E-07
2001,GSBRNA2T00040491001,GSBF 1.84E-06
A2T00021816001,GSBRNA2T00062 4.74E-06
5001,GSBRNA2T00005569001,GSBF 6.31E-06
2001, GSBRNA2T00040491001,GSBF 9.21E-06
5001,GSBRNA2T00005569001,GSBF 4.36E-05
A2T00114320001,GSBRNA2T00009 5.09E-04
A2T00114320001,GSBRNA2T00009 5.39E-04
A2T00114320001,GSBRNA2T00009 7.68E-04
A2T00114320001,GSBRNA2T00009 7.68E-04
L,GSBRNA2T00018013001,GSBRN#£ 9.21E-04
A2T00114320001,GSBRNA2T00009 0.001879937
A2T00114320001,GSBRNA2T00009 0.002031518
A2T00114320001,GSBRNA2T00009 0.003675574
A2T00076779001,GSBRNA2T00028 0.004597
A2T00042895001,GSBRNA2T00076 0.005744189
A2T00021530001,GSBRNA2T00078 0.045217202
A2T00021530001,GSBRNA2T00078 0.04692613
A2T00021530001,GSBRNA2T00078 0.049335092

A2T00076779001,GSBRNA2T00028 0.08391859






