Suppl. Table 3. PCR efficiency of each mRNA from preliminary qPCR
	

mRNA
	Predict gene accession
	Mean Efficiency
	St Dev
	SEM
	RSE

	CHS1
	AEC13058.1
	1.880
	0.009
	0.002
	0.001

	CHS2
	AB038246.1
	1.907
	0.008
	0.002
	0.001

	CHI
	XM_024321061.1
	1.888
	0.014
	0.003
	0.002

	F3H
	XM_024316694
	1.877
	0.017
	0.003
	0.002

	FLS
	ABH07784.1
	1.924
	0.012
	0.003
	0.001

	DFR
	D85102.1
	1.905
	0.011
	0.002
	0.001

	LDOX
	XP_004298720.1
	1.892
	0.013
	0.003
	0.001

	GT
	AB201049.1
	1.876
	0.017
	0.004
	0.002

	UFGT
	BAK09602.1
	1.868
	0.009
	0.002
	0.001

	ANR
	XP_004306690.1
	1.885
	0.010
	0.002
	0.001

	LAR
	XM_024340977.1
	1.889
	0.019
	0.004
	0.002

	MYBPA
	[bookmark: OLE_LINK265][bookmark: OLE_LINK266]NP_001295449.1
	1.918
	0.014
	0.003
	0.002

	ACT
	XM_024323957.1
	1.896
	0.015
	0.003
	0.002

	GAPDH
	XM_024328179.1
	1.896
	0.011
	0.004
	0.002

	MYBAN2
	AID23892.1
	1.904
	0.013
	0.003
	0.001
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