Table S1. Geographic origin, cultivar and GLRaV-1 testing results by the methods compared in the study.
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*The infected status of these samples was assessed by ELISA in most cases, except for: LR-1, tested by RT-PCR (Osman et al., 2007);
Marsaoui, tested by HTS; 91.1 to 91.12, tested by RT-PCR (Kominek et al., 2005. Virus Genes 31, 247-255).



